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Streptococcus pneumoniae Antigens and Vaccines 



Field of the Invention 

The present invention relates to novel Streptococcus pneumoniae 
antigens for the detection of Streptococcus and for the prevention or attenuation 
of disease caused by Streptococcus. The invention further relates to isolated 
nucleic acid molecules encoding antigenic polypeptides of 5. pneumoniae. 
Antigenic polypeptides are also provided, as are vectors, host cells and 
recombinant methods for producing the same. The invention additionally relates 
to diagnostic methods for detecting Streptococcus gene expression. 

Background of the Invention 

Streptococcus pneumoniae has been one of the most extensively studied 
microorganisms since its first isolation in 1881. It was the object of many 
investigations that led to important scientific discoveries. In 1928, Griffith 
observed that when heat-killed encapsulated pneumococci and live strains 
constitutively lacking any capsule were concomitantly injected into mice, the 
nonencapsulated could be converted into encapsulated pneumococci with the 
same capsular type as the heat-killed strain. Years later, the nature of this 
"transforming principle," or carrier of genetic information, was shown to be 
DNA. (Avery, O.T., et aU J- Exp. Med., 79:137-157 (1944)). 

In spite of the vast number of publications on S. pneumoniae many 
questions about its virulence are still unanswered, and this pathogen remains a 
major causative agent of serious human disease, especially community-acquired 
pneumonia. (Johnston, R.B., et aU Rev. Infect. Dis. J5(SuppL 6):S509-517 
(1991)). In addition, in developing countries, the pneumococcus is responsible 
for the death of a large number of children under the age of 5 years from 
pneumococcal pneumonia. The incidence of pneumococcal disease is highest in 
infants under 2 years of age and in people over 60 years of age. Pneumococci 
are the second most frequent cause (after Haemophilus influenzae type b) of 
bacterial meningitis and otitis media in children. With the recent introduction of 
conjugate vaccines for H. influenzae type b, pneumococcal meningitis is likely 
to become increasingly prominent. S. pneumoniae is the most important 
etiologic agent of community-acquired pneumonia in adults and is the second 
most common cause of bacterial meningitis behind Neisseria meningitidis. 

The antibiotic generally prescribed to treat S. pneumoniae is 
benzylpenicillin, although resistance to this and to other antibiotics is found 
occasionally. Pneumococcal resistance to penicillin results from mutations in its 



penicillin-binding proteins. In uncomplicated pneumococcal pneumonia 
caused by a sensitive strain, treatment with penicillin is usually successful 
unless started too late. Erythromycin or clindamycin can be used to treat 
pneumonia in patients hypersensitive to penicillin, but resistant strains to these 
drugs exist. Broad spectrum antibiotics (e.g., the tetracyclines) may also be 
effective, although tetracycline-resistant strains are not rare. In spite of the 
availability of antibiotics, the mortality of pneumococcal bacteremia in the last 
four decades has remained stable between 25 and 29%. (Gillespie, S.H., et al. y 
J. Med. Microbiol 25:237-248 (1989). 

S. pneumoniae is carried in the upper respiratory tract by many healthy 
individuals. It has been suggested that attachment of pneumococci is mediated 
by a disaccharide receptor on fibronectin, present on human pharyngeal 
epithelial cells. (Anderson, B. J., et al, J. Immunol 142:2464-2468 (1989). 
The mechanisms by which pneumococci translocate from the nasopharynx to 
the lung, thereby causing pneumonia, or migrate to the blood, giving rise to 
bacteremia or septicemia, are poorly understood. (Johnston, R.B., et al, Rev. 
Infect Dis. 73(Suppl. 6):S509-517 (1991). 

Various proteins have been suggested to be involved in the pathogenicity 
of 5. pneumoniae, however, only a few of them have actually been confirmed 
as virulence factors. Pneumococci produce an IgAl protease that might 
interfere with host defense at mucosal surfaces. (Kornfield, S.J., et al, Rev. 
Inf. Dis. 3:521-534 (1981). 5. pneumoniae also produces neuraminidase, an 
enzyme that may facilitate attachment to epithelial cells by cleaving sialic acid 
from the host glycolipids and gangliosides. Partially purified neuraminidase 
was observed to induce meningitis-like symptoms in mice; however, the 
reliability of this finding has been questioned because the neuraminidase 
preparations used were probably contaminated with cell wall products. Other 
pneumococcal proteins besides neuraminidase are involved in the adhesion of 
pneumococci to epithelial and endothelial cells. These pneumococcal proteins 
have as yet not been identified. Recently, Cundell et al, reported that peptide 
permeases can modulate pneumococcal adherence to epithelial and endothelial 
cells. It was, however, unclear whether these permeases function directly as 
adhesions or whether they enhance adherence by modulating the expression of 
pneumococcal adhesions. (DeVelasco, E.A., et al, Micro. Rev. 59:591-603 
(1995). A better understanding of the virulence factors determining its 
pathogenicity will need to be developed to cope with the devastating effects of 
pneumococcal disease in humans. 
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Ironically, despite the prominent role of S. pneumoniae in the 
discovery of DNA, little is known about the molecular genetics of the organism. 
The S. pneumoniae genome consists of one circular, covalently closed, double- 
stranded DNA and a collection of so-called variable accessory elements, such as 
prophages, plasmids, transposons and the like. Most physical characteristics 
and almost all of the genes of S. pneumoniae are unknown. Among the few 
that have been identified, most have not been physically mapped or 
characterized in detail. Only a few genes of this organism have been sequenced. 
(See, for instance current versions of GENBANK and other nucleic acid 
databases, and references that relate to the genome of S. pneumoniae such as 
those set out elsewhere herein.) Identification of in vivo-expressed, and 
broadly protective, antigens of S. pneumoniae has remained elusive. 

Summary of the Invention 

The present invention provides isolated nucleic acid molecules 
comprising polynucleotides encoding the S, pneumoniae polypeptides described 
in Table 1 and having the amino acid sequences shown as SEQ ID NO:2, SEQ 
ID NO:4, SEQ ID NO:6, and so on through SEQ ID NO:226. Thus, one aspect 
of the invention provides isolated nucleic acid molecules comprising 
polynucleotides having a nucleotide sequence selected from the group consisting 
of: (a) a nucleotide sequence encoding any of the amino acid sequences of the 
polypeptides shown in Table 1; and (b) a nucleotide sequence complementary to 
any of the nucleotide sequences in (a). 

Further embodiments of the invention include isolated nucleic acid 
molecules that comprise a polynucleotide having a nucleotide sequence at least 
90% identical, and more preferably at least 95%, 96%, 97%, 98% or 99% 
identical, to any of the nucleotide sequences in (a) or (b) above, or a 
polynucleotide which hybridizes under stringent hybridization conditions to a 
polynucleotide in (a) or (b) above. This polynucleotide which hybridizes does 
not hybridize under stringent hybridization conditions to a polynucleotide 
having a nucleotide sequence consisting of only A residues or of only T 
residues. Additional nucleic acid embodiments of the invention relate to isolated 
nucleic acid molecules comprising polynucleotides which encode the amino acid 
sequences of epitope-bearing portions of an 5. pneumoniae polypeptide having 
an amino acid sequence in (a) above. 

The present invention also relates to recombinant vectors, which include 
the isolated nucleic acid molecules of the present invention, and to host cells 
containing the recombinant vectors, as well as to methods of making such 
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vectors and host cells and for using these vectors for the production of S. 
pneumoniae polypeptides or peptides by recombinant techniques. 

The invention further provides isolated S. pneumoniae polypeptides 
having an amino acid sequence selected from the group consisting of an amino 
acid sequence of any of the polypeptides described in Table 1. 

The polypeptides of the present invention also include polypeptides 
having an amino acid sequence with at least 70% similarity, and more preferably 
at least 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 99% similarity to 
those described in Table 1, as well as polypeptides having an amino acid 
sequence at least 70% identical, more preferably at least 75% identical, and still 
more preferably 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 99% identical to 
those above; as well as isolated nucleic acid molecules encoding such 
polypeptides. 

The present invention further provides a vaccine, preferably a 
multi-component vaccine comprising one or more of the S. pneumoniae 
polynucleotides or polypeptides described in Table 1, or fragments thereof, 
together with a pharmaceutically acceptable diluent, carrier, or excipient, 
wherein the S, pneumoniae polypeptide(s) are present in an amount effective to 
elicit an immune response to members of the Streptococcus genus in an animal. 
The S. pneumoniae polypeptides of the present invention may further be 
combined with one or more immunogens of one or more other streptococcal or 
non-streptococcal organisms to produce a multi-component vaccine intended to 
elicit an immunological response against members of the Streptococcus genus 
and, optionally, one or more non-streptococcal organisms. 

The vaccines of the present invention can be administered in a DNA 
form, e.g., "naked" DNA, wherein the DNA encodes one or more streptococcal 
polypeptides and, optionally, one or more polypeptides of a non-streptococcal 
organism. The DNA encoding one or more polypeptides may be constructed 
such that these polypeptides are expressed fusion proteins. 

The vaccines of the present invention may also be administered as a 
component of a genetically engineered organism. Thus, a genetically 
engineered organism which expresses one or more S. pneumoniae polypeptides 
may be administered to an animal. For example, such a genetically engineered 
organism may contain one or more 5. pneumoniae polypeptides of the present 
invention intracellularly, on its cell surface, or in its periplasmic space. Further, 
such a genetically engineered organism may secrete one or more S. pneumoniae 
polypeptides. 
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The vaccines of the present invention may be co-administered to an 
animal with an immune system modulator (e.g., CD86 and GM-CSF). 

The invention also provides a method of inducing an immunological 
response in an animal to one or more members of the Streptococcus genus, 
preferrably one or more isolates of the S. pneumoniae genus, comprising 
administering to the animal a vaccine as described above. 

The invention further provides a method of inducing a protective 
immune response in an animal, sufficient to prevent or attenuate an infection by 
members of the Streptococcus genus, preferrably at least S. pneumoniae, 
comprising administering to the animal a composition comprising one or more 
of the polynucleotides or polypeptides described in Table 1, or fragments 
thereof. Further, these polypeptides, or fragments thereof, may be conjugated 
to another immunogen and/or administered in admixture with an adjuvant. 

The invention further relates to antibodies elicited in an animal by the 
administration of one or more S. pneumoniae polypeptides of the present 
invention and to methods for producing such antibodies. 

The invention also provides diagnostic methods for detecting the 
expression of genes of members of the Streptococcus genus in an animal. One 
such method involves assaying for the expression of a gene encoding S. 
pneumoniae peptides in a sample from an animal. This expression may be 
assayed either directly (e.g., by assaying polypeptide levels using antibodies 
elicited in response to amino acid sequences described in Table 1) or indirectly 
(e.g., by assaying for antibodies having specificity for amino acid sequences 
described in Table 1). An example of such a method involves the use of the 
polymerase chain reaction (PCR) to amplify and detect Streptococcus nucleic 
acid sequences. 

The present invention also relates to nucleic acid probes having all or 
part of a nucleotide sequence described in Table 1 (shown as SEQ ID NO:l, 
SEQ ID NO:3, SEQ ID NO:5, and so on through SEQ ID NO:225) which are 
capable of hybridizing under stringent conditions to Streptococcus nucleic acids. 
The invention further relates to a method of detecting one or more Streptococcus 
nucleic acids in a biological sample obtained from an animal, said one or more 
nucleic acids encoding Streptococcus polypeptides, comprising: (a) contacting 
the sample with one or more of the above-described nucleic acid probes, under 
conditions such that hybridization occurs, and (b) detecting hybridization of said 
one or more probes to the Streptococcus nucleic acid present in the biological 
sample. 
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The invention also includes immunoassays, including an 
immunoassay for detecting Streptococcus, preferrably at least isolates of the S - 
pneumoniae genus, comprising incubation of a sample (which is suspected of 
being infected with Streptococcus) with a probe antibody directed against an 
antigen/epitope of S. pneumoniae, to be detected under conditions allowing the 
formation of an antigen-antibody complex; and detecting the antigen-antibody 
complex which contains the probe antibody. An immunoassay for the detection 
of antibodies which are directed against a Streptococcus antigen comprising the 
incubation of a sample (containing antibodies from a mammal suspected of 
being infected with Streptococcus) with a probe polypeptide including an 
epitope of S. pneumoniae , under conditions that allow the formation of antigen- 
antibody complexes which contain the probe epitope containing antigen. 

Some aspects of the invention pertaining to kits are those for: 
investigating samples for the presence of polynucleotides derived from 
Streptococcus which comprise a polynucleotide probe including a nucleotide 
sequence selected from Table 1 or a fragment thereof of approximately 15 or 
more nucleotides, in an appropriate container; analyzing the samples for the 
presence of antibodies directed against a Streptococcus antigen made up of a 
polypeptide which contains a 5. pneumoniae epitope present in the polypeptide, 
in a suitable container; and analyzing samples for the presence of Streptococcus 
antigens made up of an anti-S. pneumoniae antibody, in a suitable container. 

Detailed Description 

The present invention relates to recombinant antigenic 5. pneumoniae 
polypeptides and fragments thereof. The invention also relates to methods for 
using these polypeptides to produce immunological responses and to confer 
immunological protection to disease caused by members of the genus 
Streptococcus, at least isolates of the 5. pneumoniae genus. The invention 
further relates to nucleic acid sequences which encode antigenic 5. pneumoniae 
polypeptides and to methods for detecting 5. pneumoniae nucleic acids and 
polypeptides in biological samples. The invention also relates to S. 
pneumoniae-speoific antibodies and methods for detecting such antibodies 
produced in a host animal. 

Definitions 

The following definitions are provided to clarify the subject matter 
which the inventors consider to be the present invention. 
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As used herein, the phrase "pathogenic agent" means an agent which 
causes a disease state or affliction in an animal. Included within this definition, 
for examples, are bacteria, protozoans, fungi, viruses and metazoan parasites 
which either produce a disease state or render an animal infected with such an 
organism susceptible to a disease state (e.g., a secondary infection). Further 
included are species and strains of the genus Streptococcus which produce 
disease states in animals. 

As used herein, the term "organism" means any living biological 
system, including viruses, regardless of whether it is a pathogenic agent. 

As used herein, the term "Streptococcus" means any species or strain of 
bacteria which is members of the genus Streptococcus, Such species and 
strains are known to those of skill in the art, and include those that are 
pathogenic and those that are not. 

As used herein, the phrase "one or more 5. pneumoniae polypeptides of 
the present invention" means polypeptides comprising the amino acid sequence 
of one or more of the S. pneumoniae polypeptides described in Table 1 and 
disclosed as SEQ ID NO:2, SEQ ED NO:4, SEQ ID NO:6, and so on through 
SEQ ID NO:226. These polypeptides may be expressed as fusion proteins 
wherein the 5. pneumoniae polypeptides of the present invention are linked to 
additional amino acid sequences which may be of streptococcal or non- 
streptococcal origin. This phrase further includes polypeptide comprising 
fragments of the S. pneumoniae polypeptides of the present invention. 

Additional definitions are provided throughout the specification. 

Explanation of Table 1 

Table 1, below, provides information describing 113 open reading 
frames (ORFs) which encode potentially antigenic polypeptides of S. 
pneumoniae of the present invention. The table lists the ORF identifier which 
consists of the letters SP, which denote 5. pneumoniae, followed immediately 
by a three digit numeric code, which arbitrarily number the potentially antigenic 
polypeptides of S. pneumoniae of the present invention and the nucleotide or 
amino acid sequence of each ORF and encoded polypeptide. The table further 
correlates the ORF identifier with a sequence identification number (SEQ ID 
NO:). The actual nucleotide or amino acid sequence of each ORF identifier is 
also shown in the Sequence Listing under the corresponding SEQ ID NO. 

Thus, for example, the designation "SP126" refers to both the 
-nucleotide and amino acid sequences of S. pneumoniae polypeptide number 126 
of the present invention. Further, "SP126" correlates with the nucleotide 



sequence shown as SEQ ID NO:223 and with the amino acid sequence shown 
as SEQ ID NO:224 as is described in Table 1. 

The open reading frame within each "ORF" begins with the second 
nucleotide shown. Thus, the first codon for each nucleotide sequence shown is 
bases 2-4, the second 5-7, the third 8-10, and so on. 

Explanation of Table 2 

Table 2 lists the antigenic epitopes present in each of the 5. pneumoniae 
polypeptides described in Table 1 as predicted by the inventors. Each 5. 
pneumoniae polypeptide shown in Table 1 has one or more antigenic epitopes 
described in Table 2. It will be appreciated that depending on the analytical 
criteria used to predict antigenic determinants, the exact address of the 
determinant may vary slightly. The exact location of the antigenic determinant 
may shift by about 1 to 5 residues, more likely 1 to 2 residues, depending on 
the criteria used. Thus, the first antigenic determinant described in Table 2, 
"Lys-l to He- 10" of SP001, represents a peptide comprising the lysine at 
position 1 in SEQ ID NO:2 through and including the isoleucine at position 10 
in SEQ ID NO:2, but may include more or fewer residues than those 10. It will 
also be appreciated that, generally speaking, amino acids can be added to either 
terminus of a peptide or polypeptide containing an antigenic epitope without 
affecting its activity, whereas removing residues from a peptide or polypeptide 
containing only the antigenic determinant is much more likely to destroy 
activity. It will be appreciated that the residues and locations shown described 
in Table 2 correspond to the amino acid sequences for each ORF shown in 
Table 1 and in the Sequence Listing. 

Explanation of Table 3 

Table 3 shows PCR primers designed by the inventors for the 
amplification of polynucleotides encoding polypeptides of the present invention 
according to the method of Example 1. PCR primer design is routine in the art 
and those shown in Table 3 are provided merely for the convenience of the 
skilled artisan. It will be appreciated that others can be used with equal success. 

For each primer, the table lists the corresponding ORF designation from 
Table 1 followed by either an "A" or a "B". The "A" primers are the 5 1 primers 
and the M B" primers 3'. A restriction enzyme site was built into each primer to 
allow ease of cloning. The restriction enzyme which will recognize and cleave a 
sequence within each primer is shown in Table 3, as well, under the heading 
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"RE" for restriction enzyme. Finally the sequence identifier is shown in Table 
3 for each primer for easy correlation with the Sequence Listing. 

Selection of Nucleic Acid Sequences Encoding Antigenic S . 
pneumoniae Polypeptides 

The present invention provides a select number of ORFs from those 
presented in the fragments of the S. pneumoniae genome which may prove 
useful for the generation of a protective immune response. The sequenced S . 
pneumoniae genomic DNA was obtained from a sub-cultured isolate of S. 
pneumoniae Strain 7/87 14.8.91, which has been deposited at the American 
Type Culture Collection, as a convenience to those of skill in the art. The S . 
pneumqniae isolate was deposited on October 10, 1996 at the ATCC, 12301 
Park Lawn Drive, Rockville, Maryland 20852, and given accession number 
55840. A genomic library constructed from DNA isolated from the S. 
pneumoniae isolate was also deposited at the ATCC on October 11, 1996 and 
given ATCC Deposit No. 97755. A more complete listing of the sequence 
obtained from the S. pneumoniae genome may be found in co-pending U.S. 
Provisional Application Serial No. 60/029,960, filed 10/31/96, incorporated 
herein by reference in its entirety. Some ORFs contained in the subset of 
fragments of the S. pneumoniae genome disclosed herein were derived through 
the use of a number of screening criteria detailed below. 

The selected ORFs do not consist of complete ORFs, Although a 
polypeptide representing a complete ORF may be the closest approximation of a 
protein native to an organism, it is not always preferred to express a complete 
ORF in a heterologous system. It may be challenging to express and purify a 
highly hydrophobic protein by common laboratory methods* Thus, the 
• polypeptide vaccine candidates described herein may have been modified 
slightly to simplify the production of recombinant protein. For example, 
nucleotide sequences which encode highly hydrophobic domains, such as those 
found at the amino terminal signal sequence, have been excluded from some 
constructs used for in vitro expression of the polypeptides. Furthermore, any 
highly hydrophobic amino acid sequences occurring at the carboxy terminus 
have also been excluded from the recombinant expression constructs. Thus, in 
one embodiment, a polypeptide which represents a truncated or modified ORF 
may be used as an antigen* 

While numerous methods are known in the art for selecting potentially 
immunogenic polypeptides, many of the ORFs disclosed herein were selected 
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on the basis of screening all theoretical S. pneumoniae ORFs for several 
aspects of potential immunogenicity. One set of selection criteria are as follows: 

1 . Type I signal sequence: An amino terminal type I signal sequence 
generally directs a nascent protein across the plasma and outer membranes to the 
exterior of the bacterial celL Experimental evidence obtained from studies with 
Escherichia coli suggests that the typical type I signal sequence consists of the 
following biochemical and physical attributes (Izard, J. W. and Kendall, D. A. 
Mol Microbiol 13:765-773 (1994)). The length of the type I signal sequence 
is approximately 15 to 25 primarily hydrophobic amino acid residues with a net 
positive charge in the extreme amino terminus. In addition, the central region of 
the signal sequence adopts an alpha-helical conformation in a hydrophobic 
environment. Finally, the region surrounding the actual site of cleavage is 
ideally six residues long, with small side-chain amino acids in the -1 and -3 
positions. 

2. Type IV signal sequence: The type IV signal sequence is an example 
of the several types of functional signal sequences which exist in addition to the 
type I signal sequence detailed above. Although functionally related, the type 
IV signal sequence possesses a unique set of biochemical and physical attributes 
(Strom, M. S. and Lory, S., /. Bacteriol. 174:7345-7351 (1992)). These are 
typically six to eight amino acids with a net basic charge followed by an 
additional sixteen to thirty primarily hydrophobic residues. The cleavage site of 
a type IV signal sequence is typically after the initial six to eight amino acids at 
the extreme amino terminus. In addition, type IV signal sequences generally 
contain a phenylalanine residue at the +1 site relative to the cleavage site. 

3. Lipoprotein: Studies of the cleavage sites of twenty-six bacterial 
lipoprotein precursors has allowed the definition of a consensus amino acid 
sequence for lipoprotein cleavage. Nearly three-fourths of the bacterial 
lipoprotein precursors examined contained the sequence L-(A,S)-(G,A)-C at 
positions -3 to +1, relative to the point of cleavage (Hayashi, S. and Wu, H. 
C.,7. Bioenerg. Biomembr, 22:451-471 (1990)). 

4. LPXTG motif: It has been experimentally determined that most 
anchored proteins found on the surface of gram-positive bacteria possess a 
highly conserved carboxy terminal sequence. More than fifty such proteins 
from organisms such as S. pyogenes, 5. mutans, E. faecalis, 5. pneumoniae^ 
and others, have been identified based on their extracellular location and 
carboxy terminal amino acid sequence (Fischetti, V. A., ASM News 
62:405-410 (1996)). The conserved region consists of six charged amino acids 
at the extreme carboxy terminus coupled to 15-20 hydrophobic amino acids 
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presumed to function as a transmembrane domain. Immediately adjacent to 
the transmembrane domain is a six amino acid sequence conserved in nearly all 
proteins examined. The amino acid sequence of this region is L-P-X-T-G-X, 
where X is any amino acid. 

An algorithm for selecting antigenic and immunogenic 5. pneumoniae 
polypeptides including the foregoing criteria was developed. Use of the 
algorithm by the inventors to select immunologically useful 5. pneumoniae 
polypeptides resulted in the selection of a number of the disclosed ORFs. 
Polypeptides comprising the polypeptides identified in this group may be 
produced by techniques standard in the art and as further described herein. 

Nucleic Acid Molecules 

The present invention provides isolated nucleic acid molecules 
comprising polynucleotides encoding the S. pneumoniae polypeptides having 
the amino acid sequences described in Table 1 and shown as SEQ ID NO:2, 
SEQ ID NO:4, SEQ ID NO:6, and so on through SEQ ID NO:226, which were 
determined by sequencing the, genome of S. pneumoniae and selected as 
putative immunogens. 

Unless otherwise indicated, all nucleotide sequences determined by 
sequencing a DNA molecule herein were determined using an automated DNA 
sequencer (such as the Model 373 from Applied Biosy stems, Inc.), and all 
amino acid sequences of polypeptides encoded by DNA molecules determined 
herein were predicted by translation of DNA sequences determined as above. 
Therefore, as is known in the art for any DNA sequence determined by this 
automated approach, any nucleotide sequence determined herein may contain 
some errors. Nucleotide sequences determined by automation are typically at 
least about 90% identical, more typically at least about 95% to at least about 
99.9% identical to the actual nucleotide sequence of the sequenced DNA 
molecule. The actual sequence can be more precisely determined by other 
approaches including manual DNA sequencing methods well known in the art. 
As is also known in the art, a single insertion or deletion in a determined 
nucleotide sequence compared to the actual sequence will cause a frame shift in 
translation of the nucleotide sequence such that the predicted amino acid 
sequence encoded by a determined nucleotide sequence will be completely 
different from the amino acid sequence actually encoded by the sequenced DNA 
molecule, beginning at the point of such an insertion or deletion. 

Unless otherwise indicated, each "nucleotide sequence" set forth herein - 
is presented as a sequence of deoxyribonucleotides (abbreviated A, G , C and 
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T). However, by "nucleotide sequence" of a nucleic acid molecule or 
polynucleotide is intended, for a DNA molecule or polynucleotide, a sequence 
of deoxyribonucleotides, and for an RNA molecule or polynucleotide, the 
corresponding sequence of ribonucleotides (A, G, C and U), where each 
thymidine deoxyribonucleotide (T) in the specified deoxyribonucleotide 
sequence is replaced by the ribonucleotide uridine (U). For instance, reference 
to an RNA molecule having a sequence described in Table 1 set forth using 
deoxyribonucleotide abbreviations is intended to indicate an RNA molecule 
having a sequence in which each deoxyribonucleotide A, G or C described in 
Table 1 has been replaced by the corresponding ribonucleotide A, G or C, and 
each deoxyribonucleotide T has been replaced by a ribonucleotide II 

, Nucleic acid molecules of the present invention may be in the form of 
RNA, such as mRNA, or in the form of DNA, including, for instance, cDNA 
and genomic DNA obtained by cloning or produced synthetically. The DNA 
may be double-stranded or single-stranded. Single-stranded DNA or RNA may 
be the coding strand, also known as the sense strand, or it may be the 
non-coding strand, also referred to as the anti-sense strand. 

By "isolated" nucleic acid molecule(s) is intended a nucleic acid 
molecule, DNA or RNA, which has been removed from its native environment. 
For example, recombinant DNA molecules contained in a vector are considered 
isolated for the purposes of the present invention. Further examples of isolated 
DNA molecules include recombinant DNA molecules maintained in 
heterologous host cells or purified (partially or substantially) DNA molecules in 
solution. Isolated RNA molecules include in vivo or in vitro RNA transcripts of 
the DNA molecules of the present invention. Isolated nucleic acid molecules 
according to the present invention further include such molecules produced 
synthetically. 

Isolated nucleic acid molecules of the present invention include DNA 
molecules comprising a nucleotide sequence described in Table 1 and shown as 
SEQ ID NO:l, SEQ ID NO:3, SEQ ID NO:5, and so on through SEQ ID 
NO:225; DNA molecules comprising the coding sequences for the polypeptides 
described in Table 1 and shown as SEQ ID NO:2, SEQ ID NO:4, SEQ ID 
NO:6, and so on through SEQ ID NO:226; and DNA molecules which comprise 
sequences substantially different from those described above but which, due to 
the degeneracy of the genetic code, still encode the 5. pneumoniae polypeptides 
described in Table 1. Of course, the genetic code is well known in the art. 
Thus, it would be routine for one skilled in the art to generate such degenerate 
variants. 
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The invention also provides nucleic acid molecules having sequences 
complementary to any one of those described in Table 1. Such isolated 
molecules, particularly DNA molecules, are useful as probes for detecting 
expression of Streptococcal genes, for instance, by Northern blot analysis or the 
polymerase chain reaction (PCR). 

The present invention is further directed to fragments of the isolated 
nucleic acid molecules described herein. By a fragment of an isolated nucleic 
acid molecule having a nucleotide sequence described in Table 1, is intended 
fragments at least about 15 nt, and more preferably at least about 17 nt, still 
more preferably at least about 20 nt, and even more preferably, at least about 25 
nt in length which are useful as diagnostic probes and primers as discussed 
herein., Of course, larger fragments 50-100 nt in length are also useful 
according to the present invention as are fragments corresponding to most, if 
not all, of a nucleotide sequence described in Table L By a fragment at least 20 
nt in length, for example, is intended fragments which include 20 or more 
contiguous bases of a nucleotide sequence as described in Table 1. Since the 
nucleotide sequences identified in Table 1 are provided as SEQ ED NO:l, SEQ 
ID NO:3, SEQ ID NO:5, and so on through SEQ ID NO:225, generating such 
DNA fragments would be routine to the skilled artisan. For example, such 
fragments could be generated synthetically. 

Preferred nucleic acid fragments of the present invention also include 
nucleic acid molecules comprising nucleotide sequences encoding 
, epitope-bearing portions of the S. pneumoniae polypeptides identified in Table 
1. Such nucleic acid fragments of the present invention include, for example, 
nucleotide sequences encoding polypeptide fragments comprising from about 
the amino terminal residue to about the carboxy terminal residue of each 
fragment shown in Table 2. The above referred to polypeptide fragments are 
antigenic regions of the S. pneumoniae polypeptides identified in Table 1. 

In another aspect, the invention provides isolated nucleic acid molecules 
comprising polynucleotides which hybridize under stringent hybridization 
conditions to a portion of a polynucleotide in a nucleic acid molecule of the 
invention described above, for instance, a nucleic acid sequence identified in 
Table L By "stringent hybridization conditions" is intended overnight 
incubation at 42°C in a solution comprising: 50% formamide, 5x SSC (150 mM 
NaCl, 15 mM trisodium citrate), 50 mM sodium phosphate (pH 7.6), 5x 
Denhardt's solution, 10% dextran sulfate, and 20 g/ml denatured, sheared 
salmon sperm DNA, followed by washing the filters in O.lx SSC at about 
65°C. 
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By polynucleotides which hybridize to a "portion" of a polynucleotide 
is intended polynucleotides (either DNA or RNA) which hybridize to at least 
about 15 nucleotides (nt), and more preferably at least about 17 nt, still more 
preferably at least about 20 nt, and even more preferably about 25-70 nt of the 
reference polynucleotide. These are useful as diagnostic probes and primers as 
discussed above and in more detail below. 

Of course, polynucleotides hybridizing to a larger portion of the 
reference polynucleotide, for instance, a portion 50-100 nt in length, or even to 
the entire length of the reference polynucleotide, are also useful as probes 
according to the present invention, as are polynucleotides corresponding to 
most, if not all, of a nucleotide sequence as identified in Table 1. By a portion 
of a polynucleotide of "at least 20 nt in length," for example, is intended 20 or 
more contiguous nucleotides from the nucleotide sequence of the reference 
polynucleotide {e.g., a nucleotide sequences as described in Table 1). As noted 
above, such portions are useful diagnostically either as probes according to 
conventional DNA hybridization techniques or as primers for amplification of a 
target sequence by PCR, as described in the literature (for instance, in Molecular 
Cloning, A Laboratory Manual, 2nd. edition, Sambrook, J., Fritsch, E. F. and 
Maniatis, T., eds., Cold Spring Harbor Laboratory Press, Cold Spring Harbor, 
N.Y. (1989), the entire disclosure of which is hereby incorporated herein by 
reference). 

Since nucleic acid sequences encoding the S. pneumoniae polypeptides 
of the present invention are identified in Table 1 and provided as SEQ ID NO:l, 
SEQ ID NO:3, SEQ ID NO:5, and so on through SEQ ID NO:225, generating 
polynucleotides which hybridize to portions of these sequences would be 
routine to the skilled artisan. For example, the hybridizing polynucleotides of 
the present invention could be generated synthetically according to known 
techniques. 

As indicated, nucleic acid molecules of the present invention which 
encode 5. pneumoniae polypeptides of the present invention may include, but 
are not limited to those encoding the amino acid sequences of the polypeptides 
by themselves; and additional coding sequences which code for additional 
amino acids, such as those which provide additional functionalities. Thus, the 
sequences encoding these polypeptides may be fused to a marker sequence, 
such as a sequence encoding a peptide which facilitates purification of the fused 
polypeptide. In certain preferred embodiments of this aspect of the invention, 
the marker amino acid sequence is a hexa-histidine peptide, such as the tag 
provided in a pQE vector (Qiagen, Inc.), among others, many of which are 
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commercially available. As described by Gentz and colleagues (Proc. Natl 
Acad. ScL USA 86:821-824 (1989)), for instance, hexa-histidine provides for 
convenient purification of the resulting fusion protein. 

Thus, the present invention also includes genetic fusions wherein the 5 . 
pneumoniae nucleic acid sequences coding sequences identified in Table 1 are 
linked to additional nucleic acid sequences to produce fusion proteins. These 
fusion proteins may include epitopes of streptococcal or non-streptococcal 
origin designed to produce proteins having enhanced immunogenicity. Further, 
the fusion proteins of the present invention may contain antigenic determinants 
known to provide helper T-cell stimulation, peptides encoding sites for 
post-translational modifications which enhance immunogenicity (e.g., 
acylation), peptides which facilitate purification (e.g., histidine "tag"), or amino 
acid sequences which target the fusion protein to a desired location (e.g., a 
heterologous leader sequence). 

In all cases of bacterial expression, an N-terminal methionine residues is 
added. In many cases, however, the N-terminal methionine residues is cleaved 
off post-translationally. Thus, the invention includes polypeptides shown in 
Table 1 with, and without an N-termainal methionine. 

The present invention thus includes nucleic acid molecules and 
sequences which encode fusion proteins comprising one or more 5. 
pneumoniae polypeptides of the present invention fused to an amino acid 
sequence which allows for post-translational modification to enhance 
immunogenicity. This post-translational modification may occur either in vitro 
or when the fusion protein is expressed in vivo in a host cell. An example of 
such a modification is the introduction of an amino acid sequence which results 
in the attachment of a lipid moiety. 

Thus, as indicated above, the present invention includes genetic fusions 
wherein a S. pneumoniae nucleic acid sequence identified in Table 1 is linked to 
a nucleotide sequence encoding another amino acid sequence. These other 
amino acid sequences may be of streptococcal origin (e.g., another sequence 
selected from Table 1) or non-streptococcal origin. 

The present invention further relates to variants of the nucleic acid 
molecules of the present invention, which encode portions, analogs or 
derivatives of the S. pneumoniae polypeptides described in Table 1. Variants 
may occur naturally, such as a natural allelic variant. By an "allelic variant" is 
intended one of several alternate forms of a gene occupying a given locus on a 
chromosome of an organism (Genes II, Lewin, B., ed., John Wiley & Sons, 
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New York (1985)). Non-naturally occurring variants may be produced using 
art-known mutagenesis techniques. 

Such variants include those produced by nucleotide substitutions, 
deletions or additions. The substitutions, deletions or additions may involve 
one or more nucleotides. These variants may be altered in coding regions, 
non-coding regions, or both. Alterations in the coding regions may produce 
conservative or non-conservative amino acid substitutions, deletions or 
additions. Especially preferred among these are silent substitutions, additions 
and deletions, which do not alter the properties and activities of the S. 
pneumoniae polypeptides disclosed herein or portions thereof. Silent 
substitution are most likely to be made in non-epitopic regions. Guidance 
regarding those regions containing epitopes is provided herein, for example, in 
Table 2. Also especially preferred in this regard are conservative substitutions. 

Further embodiments of the invention include isolated nucleic acid 
molecules comprising a polynucleotide having a nucleotide sequence at least 
90% identical, and more preferably at least 95%, 96%, 97%, 98% or 99% 
identical to: (a) a nucleotide sequence encoding any of the amino acid sequences 
of the polypeptides identified in Table 1; and (b) a nucleotide sequence 
complementary to any of the nucleotide sequences in (a) above. 

By a polynucleotide having a nucleotide sequence at least, for example, 
95% "identical'* to a reference nucleotide sequence encoding a S. pneumoniae 
polypeptide described in Table 1, is intended that the nucleotide sequence of the 
polynucleotide is identical to the reference sequence except that the 
polynucleotide sequence may include up to five point mutations per each 100 
nucleotides of the reference nucleotide sequence encoding the subject S. 
pneumoniae polypeptide. In other words, to obtain a polynucleotide having a 
nucleotide sequence at least 95% identical to a reference nucleotide sequence, up 
to 5% of the nucleotides in the reference sequence may be deleted or substituted 
with another nucleotide, or a number of nucleotides up to 5% of the total 
nucleotides in the reference sequence may be inserted into the reference 
sequence. These mutations of the reference sequence may occur at the 5' or 3' 
terminal positions of the reference nucleotide sequence or anywhere between 
those terminal positions, interspersed either individually among nucleotides in 
the reference sequence or in one or more contiguous groups within the reference 
sequence. 

Certain nucleotides within some of the nucleic acid sequences shown in 
- Table 1 were ambiguous upon sequencing. Completely unknown sequences are 
shown as an "N". Other unresolved nucleotides are known to be either a 
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purine, shown as "R", or a pyrimidine, shown as "Y'\ Accordingly, when 
determining identity between two nucleotide sequences, identity is met where 
any nucleotide, including an "R'\ "Y" or "N", is found in a test sequence and at 
the corresponding position in the referece sequence (from Table 1). Likewise, 
an A, G or "R" in a test sequence is identical to an "R" in the reference 
sequence; and a T, C or "Y" in a test sequence is identical to a "Y" in the 
reference sequence. 

As a practical matter, whether any particular nucleic acid molecule is at 
least 90%, 95%, 96%, 97%, 98% or 99% identical to, for instance, a nucleotide 
sequence described in Table 1 can be determined conventionally using known 
computer programs such as the Bestfit program (Wisconsin Sequence Analysis 
Package, Version 8 for Unix, Genetics Computer Group, University Research 
Park, 575 Science Drive, Madison, WI 53711). Bestfit uses the local 
homology algorithm of Smith and Waterman {Advances in Applied Mathematics 
2:482-489 (1981)), to find the best segment of homology between two 
sequences. When using Bestfit or any other sequence alignment program to 
determine whether a particular sequence is, for instance, 95% identical to a 
reference sequence according to the present invention, the parameters are set, of 
course, such that the percentage of identity is calculated over the full length of 
the reference nucleotide sequence and that gaps in homology of up to 5% of the 
total number of nucleotides in the reference sequence are allowed. 

The present application is directed to nucleic acid molecules at least 
90%, 95%, 96%, 97%, 98% or 99% identical to a nucleic acid sequences 
described in Table 1. One of skill in the art would still know how to use the 
nucleic acid molecule, for instance, as a hybridization probe or a polymerase 
chain reaction (PCR) primer. Uses of the nucleic acid molecules of the present 
invention include, inter alia, (1) isolating Streptococcal genes or allelic variants 
thereof from either a genomic or cDNA library and (2) Northern Blot or PCR 
analysis for detecting Streptococcal mRNA expression. 

Of course, due to the degeneracy of the genetic code, one of ordinary 
skill in the art will immediately recognize that a large number of nucleic acid 
molecules having a sequence at least 90%, 95%, 96%, 97%, 98%, or 99% 
identical to a nucleic acid sequence identified in Table 1 will encode the same 
polypeptide. In fact, since degenerate variants of these nucleotide sequences all 
encode the same polypeptide, this will be clear to the skilled artisan even 
without performing the above described comparison assay. 

It will be further recognized in the art that, for such nucleic acid 
molecules that are not degenerate variants, a reasonable number will also encode 
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proteins having antigenic epitopes of the S. pneumoniae polypeptides of the 
present invention. This is because the skilled artisan is fully aware of amino 
acid substitutions that are either less likely or not likely to significantly effect the 
antigenicity of a polypeptide (e.g., replacement of an amino acid in a region 
which is not believed to form an antigenic epitope). For example, since 
antigenic epitopes have been identified which contain as few as six amino acids 
(see Harlow, et aL, Antibodies: A Laboratory Manual, 2nd Ed.; Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, New York (1988), page 76), in 
instances where a polypeptide has multiple antigenic epitopes the alteration of 
several amino acid residues would often not be expected to eliminate all of the 
antigenic epitopes of that polypeptide. This is especially so when the alterations 
are in regions believed to not constitute antigenic epitopes. 

Vectors and Host Cells 

The present invention also relates to vectors which include the isolated 
DNA molecules of the present invention, host cells which are genetically 
engineered with the recombinant vectors, and the production of S. pneumoniae 
polypeptides or fragments thereof by recombinant techniques. 

Recombinant constructs may be introduced into host cells using well 
known techniques such as infection, transduction, transfection, transvection, 
electroporation and transformation. The vector may be, for example, a phage, 
plasmid, viral or retroviral vector. Retroviral vectors may be replication 
competent or replication defective. In the latter case, viral propagation generally 
will occur only in complementing host cells. 

The polynucleotides may be joined to a vector containing a selectable 
marker for propagation in a host. Generally, a plasmid vector is introduced in a 
precipitate, such as a calcium phosphate precipitate, or in a complex with a 
charged lipid. If the vector is a virus, it may be packaged in vitro using an 
appropriate packaging cell line and then transduced into host cells. 

Preferred are vectors comprising czs-acting control regions to the 
polynucleotide of interest. Appropriate -trans-acting factors may be supplied by 
the host, supplied by a complementing vector or supplied by the vector itself 
upon introduction into the host. 

In certain preferred embodiments in this regard, the vectors provide for 
specific expression, which may be inducible and/or cell type-specific. 
Particularly preferred among such vectors are those inducible by environmental 
factors that are easy to manipulate, such as temperature and nutrient additives. 
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Expression vectors useful in the present invention include 
chromosomal-, episomal- and virus-derived vectors, e.g., vectors derived from 
bacterial plasmids, bacteriophage, yeast episomes, yeast chromosomal 
elements, viruses such as baculoviruses, papova viruses, vaccinia viruses, 
adenoviruses, fowl pox viruses, pseudorabies viruses and retroviruses, and 
vectors derived from combinations thereof, such as cosmids and phagemids. 

The DNA insert should be operatively linked to an appropriate promoter, 
such as the phage lambda PL promoter, the E. coli lac, trp and tac promoters, 
the SV40 early and late promoters and promoters of retroviral LTRs, to name a 
few. Other suitable promoters will be known to the skilled artisan. The 
expression constructs will further contain sites for transcription initiation, 
termination and, in the transcribed region, a ribosome binding site for 
translation. The coding portion of the mature transcripts expressed by the 
constructs will preferably include a translation initiating site at the beginning and 
a termination codon (UAA, UGA or UAG) appropriately positioned at the end 
of the polypeptide to be translated. 

As indicated, the expression vectors will preferably include at least one 
selectable marker. Such markers include dihydrofolate reductase or neomycin 
resistance for eukaryotic cell culture and tetracycline or ampicillin resistance 
genes for culturing in E. coli and other bacteria. Representative examples of 
appropriate hosts include, but are not limited to, bacterial cells, such as E. coli, 
Streptomyces and Salmonella typhimurium cells; fungal cells, such as yeast 
cells; insect cells such as Drosophila S2 and Spodoptera Sf9 cells; animal cells 
such as CHO, COS and Bowes melanoma cells; and plant cells. Appropriate 
culture mediums and conditions for the above-described host cells are known in 
the art. 

Among vectors preferred for use in bacteria include pQE70, pQE60 and 
pQE-9, available from Qiagen; pBS vectors, Phagescript vectors, Bluescript 
vectors, pNH8A, pNH16a, pNH18A, pNH46A available from Stratagene; pET 
series of vectors available from Novagen; and ptrc99a, pKK223-3, pKK233-3, 
pDR540, pRIT5 available from Pharmacia. Among preferred eukaryotic 
vectors are pWLNEO, pSV2CAT, pOG44, pXTl and pSG available from 
Stratagene; and pSVK3, pBPV, pMSG and pSVL available from Pharmacia. 
Other suitable vectors will be readily apparent to the skilled artisan. 

Among known bacterial promoters suitable for use in the present 
invention include the E. coli lacl and lacL promoters, the T3 and T7 promoters, 
the gpt promoter, the lambda PR and PL promoters and the //p- promoter. - 
Suitable eukaryotic promoters include the CMV immediate early promoter, the 
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HSV thymidine kinase promoter, the early and late SV40 promoters, the 
promoters of retroviral LTRs, such as those of the Rous sarcoma virus (RS V), 
and metallothionein promoters, such as the mouse metallothionein-L promoter. 

Introduction of the construct into the host cell can be effected by calcium 
phosphate transfection, DEAE-dextran mediated transfection, cationic 
lipid-mediated transfection, electroporation, transduction, infection or other 
methods. Such methods are described in many standard laboratory manuals 
(for example, Davis, et aU Basic Methods In Molecular Biology (1986)). 

Transcription of DNA encoding the polypeptides of the present 
invention by higher eukaryotes may be increased by inserting an enhancer 
sequence into the vector. Enhancers are c/s-acting elements of DNA, usually 
about from 10 to 300 bp that act to increase transcriptional activity of a promoter 
in a given host cell-type. Examples of enhancers include the SV40 enhancer, 
which is located on the late side of the replication origin at bp 100 to 270, the 
cytomegalovirus early promoter enhancer, the polyoma enhancer on the late side 
of the replication origin, and adenovirus enhancers. 

For secretion of the translated polypeptide into the lumen of the 
endoplasmic reticulum, into the periplasmic space or into the extracellular 
environment, appropriate secretion signals may be incorporated into the 
expressed polypeptide. The signals may be endogenous to the polypeptide or 
they may be heterologous signals. 

The polypeptide may be expressed in a modified form, such as a fusion 
protein, and may include not only secretion signals, but also additional 
heterologous functional regions. For instance, a region of additional amino 
acids, particularly charged amino acids, may be added to the N-terminus of the 
polypeptide to improve stability and persistence in the host cell, during 
purification, or during subsequent handling and storage. Also, peptide moieties 
may be added to the polypeptide to facilitate purification. Such regions may be 
removed prior to final preparation of the polypeptide. The addition of peptide 
moieties to polypeptides to engender secretion or excretion, to improve stability 
and to facilitate purification, among others, are familiar and routine techniques 
in the art. A preferred fusion protein comprises a heterologous region from 
immunoglobulin that is useful to solubilize proteins. For example, EP-A-O 464 
533 (Canadian counterpart 2045869) discloses fusion proteins comprising 
various portions of constant region of immunoglobin molecules together with 
another human protein or part thereof. In many cases, the Fc part in a fusion 
protein is thoroughly advantageous for use in therapy and diagnosis and thus 
results, for example, in improved pharmacokinetic properties (EP-A 0232 262). 
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On the other hand, for some uses it would be desirable to be able to delete the 
Fc part after the fusion protein has been expressed, detected and purified in the 
advantageous manner described. This is the case when Fc portion proves to be 
a hindrance to use in therapy and diagnosis, for example when the fusion 
protein is to be used as antigen for immunizations. In drug discovery, for 
example, human proteins, such as, hEL5-receptor has been fused with Fc 
portions for the purpose of high-throughput screening assays to identify 
antagonists of hIL-5. See Bennett, D. et al, J. Molec. Recogn. 5:52-58 (1995) 
and Johanson, K. et al, J> Biol Chem. 270 (i6):9459-9471 (1995). 

The 5. pneumoniae polypeptides can be recovered and purified from 
recombinant cell cultures by well-known methods including ammonium sulfate 
or ethanol precipitation, acid extraction, anion or cation exchange 
chromatography, phosphocellulose chromatography, hydrophobic interaction 
chromatography, affinity chromatography, hydroxylapatite chromatography, 
lectin chromatography and high performance liquid chromatography ("HPLC") 
is employed for purification. Polypeptides of the present invention include 
naturally purified products, products of chemical synthetic procedures, and 
products produced by recombinant techniques from a prokaryotic or eukaryotic 
host, including, for example, bacterial, yeast, higher plant, insect and 
mammalian cells. 

Polypeptides and Fragments 

The invention further provides isolated polypeptides having the amino 
acid sequences described in Table 1, and shown as SEQ ID NO:2, SEQ ID 
NO:4, SEQ ID NO:6, and so on through SEQ ID NO:226, and peptides or 
polypeptides comprising portions of the above polypeptides. The terms 
"peptide" and "oligopeptide" are considered synonymous (as is commonly 
recognized) and each term can be used interchangeably as the context requires to 
indicate a chain of at least two amino acids coupled by peptidyl linkages. The 
word "polypeptide" is used herein for chains containing more than ten amino 
acid residues. All oligopeptide and polypeptide formulas or sequences herein 
are written from left to right and in the direction from amino terminus to carboxy 
terminus. 

Some amino acid sequences of the S. pneumoniae polypeptides 
described in Table 1 can be varied without significantly effecting the antigenicity 
of the polypeptides. If such differences in sequence are contemplated, it should 
be remembered that there will be critical areas on the polypeptide which 
determine antigenicity. In general, it is possible to replace residues which do 
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not form part of an antigenic epitope without significantly effecting the 
antigenicity of a polypeptide. Guidance for such alterations is given in Table 2 
wherein epitopes for each polypeptide is delineated. 

The polypeptides of the present invention are preferably provided in an 
isolated form. By "isolated polypeptide" is intended a polypeptide removed 
from its native environment. Thus, a polypeptide produced and/or contained 
within a recombinant host cell is considered isolated for purposes of the present 
invention. Also intended as an "isolated polypeptide" is a polypeptide that has 
been purified, partially or substantially, from a recombinant host cell. For 
example, recombinantly produced versions of the S, pneumoniae polypeptides 
described in Table 1 can be substantially purified by the one-step method 
described by Smith and Johnson (Gene 67:31-40 (1988)). 

The polypeptides of the present invention include: (a) an amino acid 
sequence of any of the polypeptides described in Table 1; and (b) an amino acid 
sequence of an epitope-bearing portion of any one of the polypeptides of (a); as 
well as polypeptides with at least 70% similarity, and more preferably at least 
75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 99% similarity to those 
described in (a) or (b) above, as well as polypeptides having an amino acid 
sequence at least 70% identical, more preferably at least 75% identical, and still 
more preferably 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 99% identical to 
those above. 

By n % similarity" for two polypeptides is intended a similarity score 
produced by comparing the amino acid sequences of the two polypeptides using 
the Bestfit program (Wisconsin Sequence Analysis Package, Version 8 for 
Unix, Genetics Computer Group, University Research Park, 575 Science 
Drive, Madison, WI 53711) and the default settings for determining similarity. 
Bestfit uses the local homology algorithm of Smith and Waterman (Advances in 
Applied Mathematics 2:482-489 (1981)) to find the best segment of similarity 
between two sequences. 

By a polypeptide having an amino acid sequence at least, for example, 
95% "identical" to a reference amino acid sequence of a 5. pneumoniae 
polypeptide is intended that the amino acid sequence of the polypeptide is 
identical to the reference sequence except that the polypeptide sequence may 
include up to five amino acid alterations per each 100 amino acids of the 
reference amino acid sequence. In other words, to obtain a polypeptide having 
an amino acid sequence at least 95% identical to a reference amino acid 
sequence, up to 5% of the amino acid residues in the reference sequence may be 
deleted or substituted with another amino acid, or a number of amino acids up to 
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5% of the total amino acid residues in the reference sequence may be inserted 
into the reference sequence. These alterations of the reference sequence may 
occur at the amino or carboxy terminal positions of the reference amino acid 
sequence or anywhere between those terminal positions, interspersed either 
individually among residues in the reference sequence or in one or more 
contiguous groups within the reference sequence. 

The amino acid sequences shown in Table 1 may have on or more "X" 
residues. "X" represents unknown. Thus, for purposes of defining identity, if 
any amino acid is present at the same position in a reference amino acid 
sequence (shown in Table 1) where an X is shown, the two sequences are 
identical at that position. 

As a practical matter, whether any particular polypeptide is at least 70%, 
75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 99% identical to, for 
instance, an amino acid sequence shown in Table 1, can be determined 
conventionally using known computer programs such the Bestfit program 
(Wisconsin Sequence Analysis Package, Version 8 for Unix, Genetics 
Computer Group, University Research Park, 575 Science Drive, Madison, WI 
53711). When using Bestfit or any other sequence alignment program to 
determine whether a particular sequence is, for instance, 95% identical to a 
reference sequence according to the present invention, the parameters are set, of 
course, such that the percentage of identity is calculated over the full length of 
the reference amino acid sequence and that gaps in homology of up to 5% of the 
total number of amino acid residues in the reference sequence are allowed. 

As described below, the polypeptides of the present invention can also 
be used to raise polyclonal and monoclonal antibodies, which are useful in 
assays for detecting Streptococcal protein expression. 

In another aspect, the invention provides peptides and polypeptides 
comprising epitope-bearing portions of the S. pneumoniae polypeptides of the 
invention. These epitopes are immunogenic or antigenic epitopes of the 
polypeptides of the invention. An "immunogenic epitope" is defined as a part of 
a protein that elicits an antibody response when the whole protein or polypeptide 
is the immunogen. These immunogenic epitopes are believed to be confined to 
a few loci on the molecule. On the other hand, a region of a protein molecule to 
which an antibody can bind is defined as an "antigenic determinant" or 
"antigenic epitope." The number of immunogenic epitopes of a protein 
generally is less than the number of antigenic epitopes (Gey sen, et al, Proc. 
Natl Acad. Scl USA 81:3998- 4002 (1983)). Predicted antigenic epitopes are 
shown in Table 2, below. 
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As to the selection of peptides or polypeptides bearing an antigenic 
epitope (i.e., that contain a region of a protein molecule to which an antibody 
can bind), it is well known in that art that relatively short synthetic peptides that 
mimic part of a protein sequence are routinely capable of eliciting an antiserum 
that reacts with the partially mimicked protein (for instance, Sutcliffe, J., et ah, 
Science 219:660-666 (1983)). Peptides capable of eliciting protein-reactive 
sera are frequently represented in the primary sequence of a protein, can be 
characterized by a set of simple chemical rules, and are confined neither to 
immunodominant regions of intact proteins {i.e., immunogenic epitopes) nor to 
the amino or carboxyl terminals. Peptides that are extremely hydrophobic and 
those of six or fewer residues generally are ineffective at inducing antibodies 
that bind to the mimicked protein; longer, peptides, especially those containing 
proline residues, usually are effective (Sutcliffe, et ah, supra, p. 661). For 
instance, 18 of 20 peptides designed according to these guidelines, containing 
8-39 residues covering 75% of the sequence of the influenza virus 
hemagglutinin HA1 polypeptide chain, induced antibodies that reacted with the 
HA1 protein or intact virus; and 12/12 peptides from the MuLV polymerase and 
18/18 from the rabies glycoprotein induced antibodies that precipitated the 
respective proteins. 

Antigenic epitope-bearing peptides and polypeptides of the invention are 
therefore useful to raise antibodies, including monoclonal antibodies, that bind 
specifically to a polypeptide of the invention. Thus, a high proportion of 
hybridomas obtained by fusion of spleen cells from donors immunized with an 
antigen epitope-bearing peptide generally secrete antibody reactive with the 
native protein (Sutcliffe, et al, supra, p. 663). The antibodies raised by 
antigenic epitope-bearing peptides or polypeptides are useful to detect the 
mimicked protein, and antibodies to different peptides may be used for tracking 
the fate of various regions of a protein precursor which undergoes 
post-translational processing. The peptides and anti-peptide antibodies may be 
used in a variety of qualitative or quantitative assays for the mimicked protein, 
for instance in competition assays since it has been shown that even short 
peptides (e.g., about 9 amino acids) can bind and displace the larger peptides in 
immunoprecipitation assays (for instance, Wilson, et al, Cell 37:767-778 
(1984) p. 777). The anti-peptide antibodies of the invention also are useful for 
purification of the mimicked protein, for instance, by adsorption 
chromatography using methods well known in the art. 

Antigenic epitope-bearing peptides and polypeptides of the invention 

designed according to the above guidelines preferably contain a sequence of at 
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least seven, more preferably at least nine and most preferably between about 
15 to about 30 amino acids contained within the amino acid sequence of a 
polypeptide of the invention. However, peptides or polypeptides comprising a 
larger portion of an amino acid sequence of a polypeptide of the invention, 
containing about 30 to about 50 amino acids, or any length up to and including 
the entire amino acid sequence of a polypeptide of the invention, also are 
considered epitope-bearing peptides or polypeptides of the invention and also 
are useful for inducing antibodies that react with the mimicked protein. 
Preferably, the amino acid sequence of the epitope-bearing peptide is selected to 
provide substantial solubility in aqueous solvents (i.e., the sequence includes 
relatively hydrophilic residues and highly hydrophobic sequences are preferably 
avoided); and sequences containing proline residues are particularly preferred. 

Non-limiting examples of antigenic polypeptides or peptides that can be 
used to generate Streptococcal-specifxc antibodies include portions of the amino 
acid sequences identified in Table 1. More specifically, Table 2 discloses 
antigenic fragments of polypeptides of the present invention, which antigenic 
fragments comprise amino acid sequences from about the first amino acid 
residues indicated to about the last amino acid residue indicated for each 
fragment. The polypeptide fragments disclosed in Table 2 are believed to be 
antigenic regions of the S. pneumoniae polypeptides described in Table 1. Thus 
the invention further includes isolated peptides and polypeptides comprising an 
amino acid sequence of an epitope shown in Table 2 and polynucleotides 
encoding said polypeptides. 

The epitope-bearing peptides and polypeptides of the invention may be 
produced by any conventional means for making peptides or polypeptides 
including recombinant means using nucleic acid molecules of the invention. For 
instance, an epitope-bearing amino acid sequence of the present invention may 
be fused to a larger polypeptide which acts as a carrier during recombinant 
production and purification, as well as during immunization to produce 
anti-peptide antibodies. Epitope-bearing peptides also may be synthesized using 
known methods of chemical synthesis. For instance, Houghten has described a 
simple method for synthesis of large numbers of peptides, such as 10-20 mg of 
248 different 13 residue peptides representing single amino acid variants of a 
segment of the HA1 polypeptide which were prepared and characterized (by 
ELISA-type binding studies) in less than four weeks (Houghten, R. A. Proc. 
Natl. Acad. Sci. USA 82:5131-5135 (1985)). This "Simultaneous Multiple 
Peptide Synthesis (SMPS)" process is further described in U.S. Patent No. 
4,631,211 to Houghten and coworkers (1986). In this procedure the individual 
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resins for the solid-phase synthesis of various peptides are contained in 
separate solvent-permeable packets, enabling the optimal use of the many 
identical repetitive steps involved in solid-phase methods. A completely manual 
procedure allows 500-1000 or more syntheses to be conducted simultaneously 
(Houghten, et aL, supra, p. 5134). 

Epitope-bearing peptides and polypeptides of the invention are used to 
induce antibodies according to methods well known in the art (for instance, 
Sutcliffe, et aL, supra; Wilson, et aL, supra; Chow, M., et aL, Proc. Natl 
Acad. Set USA 82:910-914; and Bittle, F. J., et al. t J. Gen, Virol 
66:2347-2354 (1985)). Generally, animals may be immunized with free 
peptide; however, anti-peptide antibody titer may be boosted by coupling of the 
peptide to a macromolecular carrier, such as keyhole limpet hemacyanin (KLH) 
or tetanus toxoid. For instance, peptides containing cysteine may be coupled to 
carrier using a linker such as m-maleimidobenzoyl-N-hydroxysuccinimide ester 
(MBS), while other peptides may be coupled to carrier using a more general 
linking agent such as glutaraldehyde. Animals such as rabbits, rats and mice are 
immunized with either free or carrier-coupled peptides, for instance, by 
intraperitoneal and/or intradermal injection of emulsions containing about 100 
Mg peptide or carrier protein and Freund's adjuvant. Several booster injections 
may be needed, for instance, at intervals of about two weeks, to provide a 
useful titer of anti-peptide antibody which can be detected, for example, by 
ELISA assay using free peptide adsorbed to a solid surface. The titer of 
anti-peptide antibodies in serum from an immunized animal may be increased by 
selection of anti-peptide antibodies, for instance, by adsorption to the peptide on 
a solid support and elution of the selected antibodies according to methods well 
known in the art. 

Immunogenic epitope-bearing peptides of the invention, i.e., those parts 
of a protein that elicit an antibody response when the whole protein is the 
immunogen, are identified according to methods known in the art. For 
instance, Geysen, et aL, supra, discloses a procedure for rapid concurrent 
synthesis on solid supports of hundreds of peptides of sufficient purity to react 
in an enzyme-linked immunosorbent assay. Interaction of synthesized peptides 
with antibodies is then easily detected without removing them from the support. 
In this manner a peptide bearing an immunogenic epitope of a desired protein 
may be identified routinely by one of ordinary skill in the art. For instance, the 
immunologically important epitope in the coat protein of foot-and-mouth disease 
virus was located by Geysen et aL- supra with a resolution of seven amino acids 
by synthesis of an overlapping set of all 208 possible hexapeptides covering the 



27 

entire 213 amino acid sequence of the protein. Then, a complete replacement 

set of peptides in which all 20 amino acids were substituted in turn at every 

position within the epitope were synthesized, and the particular amino acids 

conferring specificity for the reaction with antibody were determined. Thus, 

peptide analogs of the epitope-bearing peptides of the invention can be made 

routinely by this method. U.S. Patent No. 4,708,781 to Geysen (1987) further 

describes this method of identifying a peptide bearing an immunogenic epitope 

of a desired protein. 

Further still, U.S. Patent No. 5,194,392, to Geysen (1990), describes a 

general method of detecting or determining the sequence of monomers (amino 

acids or other compounds) which is a topological equivalent of the epitope (i.e., 

a "mimotope") which is complementary to a particular paratope (antigen binding 

site) of an antibody of interest More generally, U.S. Patent No. 4,433,092, 

also to Geysen (1989), describes a method of detecting or determining a 

sequence of monomers which is a topographical equivalent of a ligand which is 

complementary to the ligand binding site of a particular receptor of interest. 

Similarly, U.S. Patent No. 5,480,971 to Houghten, R. A. et al (1996) 

discloses linear C^-C^-alkyl peralkylated oligopeptides and sets and libraries of 

such peptides, as well as methods for using such oligopeptide sets and libraries 
for determining the sequence of a peralkylated oligopeptide that preferentially 
binds to an acceptor molecule of interest. Thus, non-peptide analogs of the 
epitope-bearing peptides of the invention also can be made routinely by these 
methods. 

The entire disclosure of each document cited in this section on 
"Polypeptides and Fragments" is hereby incorporated herein by reference. 

As one of skill in the art will appreciate, the polypeptides of the present 
invention and the epitope-bearing fragments thereof described above can be 
combined with parts of the constant domain of immunoglobulins (IgG), 
resulting in chimeric polypeptides. These fusion proteins facilitate purification 
and show an increased half-life in vivo. This has been shown, e.g., for 
chimeric proteins consisting of the first two domains of the human 
CD4-polypeptide and various domains of the constant regions of the heavy or 
light chains of mammalian immunoglobulins (EPA 0,394,827; Traunecker et 
al, Nature 337:84-86 (1988)). Fusion proteins that have a disulfide-linked 
dimeric structure due to the IgG part can also be more efficient in binding and 
neutralizing other molecules than a monomelic S. pneumoniae polypeptide or 
fragment thereof alone (Fountoulakis et aL, JV Biochem7~270:395&-3964 
(1995)). 
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Diagnostic Assays 

The present invention further relates to a method for assaying for 
Streptococcal infection in an animal via detecting the expression of genes 
encoding Streptococcal polypeptides {e.g., the polypeptides described Table 1). 
This method comprises analyzing tissue or body fluid from the animal for 
Streptococcus-s$QC\f\o antibodies or Streptococcal nucleic acids or proteins. 
Analysis of nucleic acid specific to Streptococcus can be done by PCR or 
hybridization techniques using nucleic acid sequences of the present invention 
as either hybridization probes or primers (cf. Molecular Cloning: A Laboratory 
Manual, second edition, edited by Sambrook, Fritsch, & Maniatis, Cold Spring 
Harbor Laboratory, 1989; Eremeeva et al, J. Clin. Microbiol 32:803-810 
(1994) which describes differentiation among spotted fever group Rickettsiae 
species by analysis of restriction fragment length polymorphism of 
PCR-amplified DNA). Methods for detecting B. burgdorferi nucleic acids via 
PCR are described, for example, in Chen et al, J. Clin. Microbiol 32:589-595 
(1994). 

Where diagnosis of a disease state related to infection with 
Streptococcus has already been made, the present invention is useful for 
monitoring progression or regression of the disease state whereby patients 
exhibiting enhanced Streptococcus gene expression will experience a worse 
clinical outcome relative to patients expressing these gene(s) at a lower level. 

By "assaying for Streptococcal infection in an animal via detection of 
genes encoding Streptococcal polypeptides" is intended qualitatively or 
quantitatively measuring or estimating the level of one or more Streptococcus 
polypeptides or the level of nucleic acid encoding Streptococcus polypeptides in 
a first biological sample either directly (e.g., by determining or estimating 
absolute protein level or nucleic level) or relatively (e.g., by comparing to the 
Streptococcus polypeptide level or mRNA level in a second biological sample). 
The Streptococcus polypeptide level or nucleic acid level in the second sample 
used for a relative comparison may be undetectable if obtained from an animal 
which is not infected with Streptococcus. When monitoring the progression or 
regression of a disease state, the Streptococcus polypeptide level or nucleic acid 
level may be compared to a second sample obtained from either an animal 
infected with Streptococcus or the same animal from which the first sample was 
obtained but taken from that animal at a different time than the first. As will be 
appreciated in the art, once a standard Streptococcus polypeptide level or nucleic 
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acid level which corresponds to a particular stage of a Streptococcus infection 
is known, it can be used repeatedly as a standard for comparison. 

By "biological sample" is intended any biological sample obtained from 
an animal, cell line, tissue culture, or other source which contains Streptococcus 
polypeptide, mRNA, or DNA. Biological samples include body fluids (such as 
plasma and synovial fluid) which contain Streptococcus polypeptides, and 
muscle, skin, and cartilage tissues. Methods for obtaining tissue biopsies and 
body fluids are well known in the art. 

The present invention is useful for detecting diseases related to 
Streptococcus infections in animals. Preferred animals include monkeys, apes, 
cats, dogs, cows, pigs, mice, horses, rabbits and humans. Particularly 
preferred are humans. 

Total RNA can be isolated from a biological sample using any suitable 
technique such as the single-step guanidinium-thiocyanate-phenol-chloroform 
method described in Chomczynski and Sacchi, Anal Biochem. 762:156-159 
(1987). mRNA encoding Streptococcus polypeptides having sufficient 
homology to the nucleic acid sequences identified in Table 1 to allow for 
hybridization between complementary sequences are then assayed using any 
appropriate method. These include Northern blot analysis, SI nuclease 
mapping, the polymerase chain reaction (PCR), reverse transcription in 
combination with the polymerase chain reaction (RT-PCR), and reverse 
transcription in combination with the ligase chain reaction (RT-LCR). 

Northern blot analysis can be performed as described in Harada et aL, 
Cell (55:303-312 (1990). Briefly, total RNA is prepared from a biological 
sample as described above. For the Northern blot, the RNA is denatured in an 
appropriate buffer (such as glyoxal/dimethyl sulfoxide/sodium phosphate 
buffer), subjected to agarose gel electrophoresis, and transferred onto a 
nitrocellulose filter. After the RNAs have been linked to the filter by a UV 
linker, the filter is prehybridized in a solution containing formamide, SSC, 
Denhardt's solution, denatured salmon sperm, SDS, and sodium phosphate 
buffer. A S. pnuemoniae polypeptide DNA sequence shown in Table 1 labeled 
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according to any appropriate method (such as the P-multiprimed DNA labeling 
system (Amersham)) is used as probe. After hybridization overnight, the filter 
is washed and exposed to x-ray film. DNA for use as probe according to the 
present invention is described in the sections above and will preferably at least 
15 bp in length. 

SI mapping can be performed as described in Fujita et aL, Cell 
49:357-367 (1987). To prepare probe DNA for use in SI mapping, the sense 
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strand of an above-described S. pnuemoniae DNA sequence of the present 
invention is used as a template to synthesize labeled antisense DNA. The 
antisense DNA can then be digested using an appropriate restriction 
endonuclease to generate further DNA probes of a desired length. Such 
antisense probes are useful for visualizing protected bands corresponding to the 
target mRNA (i.e., mRNA encoding Streptococcus polypeptides). 

Preferably, levels of mRNA encoding Streptococcus polypeptides are 
assayed using the RT-PCR method described in Makino et al t 
Technique 2:295-301 (1990). By this method, the radioactivities of the 
"amplicons" in the polyacrylamide gel bands are linearly related to the initial 
concentration of the target mRNA. Briefly, this method involves adding total 
RNA isolated from a biological sample in a reaction mixture containing a RT 
primer and appropriate buffer. After incubating for primer annealing, the 
mixture can be supplemented with a RT buffer, dNTPs, DTT, RNase inhibitor 
and reverse transcriptase. After incubation to achieve reverse transcription of 
the RNA, the RT products are then subject to PCR using labeled primers. 
Alternatively, rather than labeling the primers, a labeled dNTP can be included 
in the PCR reaction mixture. PCR amplification can be performed in a DNA 
thermal cycler according to conventional techniques. After a suitable number of 
rounds to achieve amplification, the PCR reaction mixture is electrophoresed on 
a polyacrylamide gel. After drying the gel, the radioactivity of the appropriate 
bands (corresponding to the mRNA encoding the Streptococcus polypeptides)) 
is quantified using an imaging analyzer. RT and PCR reaction ingredients and 
conditions, reagent and gel concentrations, and labeling methods are well 
known in the art. Variations on the RT-PCR method will be apparent to the 
skilled artisan. 

Assaying Streptococcus polypeptide levels in a biological sample can 
occur using any art-known method. Preferred for assaying Streptococcus 
polypeptide levels in a biological sample are antibody-based techniques. For 
example, Streptococcus polypeptide expression in tissues can be studied with 
classical immunohistological methods. In these, the specific recognition is 
provided by the primary antibody (polyclonal or monoclonal) but the secondary 
detection system can utilize fluorescent, enzyme, or other conjugated secondary 
antibodies. As a result, an immunohistological staining of tissue section for 
pathological examination is obtained. Tissues can also be extracted, e. g. , with 
urea and neutral detergent, for the liberation of Streptococcus polypeptides for 
Western-blot or dot/slot assay (Jalkanen, M., et aL, J. Cell Biol. 707:976-985 
(1985); Jalkanen, M., et aL, J. Cell . Biol. 705:3087-3096 (1987)). In this 
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technique, which is based on the use of cationic solid phases, quantitation of a 
Streptococcus polypeptide can be accomplished using an isolated Streptococcus 
polypeptide as a standard. This technique can also be applied to body fluids. 

Other antibody-based methods useful for detecting Streptococcus 
polypeptide gene expression include immunoassays, such as the enzyme linked 
immunosorbent assay (ELISA) and the radioimmunoassay (RIA). For 
example, a Streptococcus polypeptide-specific monoclonal antibodies can be 
used both as an immunoabsorbent and as an enzyme-labeled probe to detect and 
quantify a Streptococcus polypeptide. The amount of a Streptococcus 
polypeptide present in the sample can be calculated by reference to the amount 
present in a standard preparation using a linear regression computer algorithm. 
Such an ELISA for detecting a tumor antigen is described in Iacobelli et aL, 
Breast Cancer Research and Treatment 77:19-30 (1988). In another ELISA 
assay, two distinct specific monoclonal antibodies can be used to detect 
Streptococcus polypeptides in a body fluid. In this assay, one of the antibodies 
is used as the immunoabsorbent and the other as the enzyme-labeled probe. 

The above techniques may be conducted essentially as a "one-step" or 
"two-step" assay. The "one-step" assay involves contacting the Streptococcus 
polypeptide with immobilized antibody and, without washing, contacting the 
mixture with the labeled antibody. The "two-step" assay involves washing 
before contacting the mixture with the labeled antibody. Other conventional 
methods may also be employed as suitable. It is usually desirable to immobilize 
one component of the assay system on a support, thereby allowing other 
components of the system to be brought into contact with the component and 
readily removed from the sample. 

Streptococcus polypeptide-specific antibodies for use in the present 
invention can be raised against an intact S. pneumoize polypeptide of the present 
invention or fragment thereof. These polypeptides and fragments may be 
administered to an animal (e.g., rabbit or mouse) either with a carrier protein 
(e.g., albumin) or, if long enough (e.g., at least about 25 amino acids), without 
a carrier. 

As used herein, the term "antibody" (Ab) or "monoclonal antibody" 
(Mab) is meant to include intact molecules as well as antibody fragments (such 
as, for example, Fab and F(ab') 2 fragments) which are capable of specifically 
binding to a Streptococcus polypeptide. Fab and F(ab') 2 fragments lack the Fc 
fragment of intact antibody, clear more rapidly from the circulation, and may 
have less non-specific tissue binding of an intact antibody (Wahl et aL, J. Nucl. 
Med. 24:316-325 (1983)). Thus, these fragments are preferred. 
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The antibodies of the present invention may be prepared by any of a 
variety of methods. For example, the 5. pneumoniae polypeptides identified in 
Table 1, or fragments thereof, can be administered to an animal in order to 
induce the production of sera containing polyclonal antibodies. In a preferred 
method, a preparation of a S. pneumoniae polypeptide of the present invention 
is prepared and purified to render it substantially free of natural contaminants. 
Such a preparation is then introduced into an animal in order to produce 
polyclonal antisera of high specific activity. 

In the most preferred method, the antibodies of the present invention are 
monoclonal antibodies. Such monoclonal antibodies can be prepared using 
hybridoma technology (Kohler et aL, Nature 256:495 (1975); Kohler et al, 
Eur. Immunol 6:511 (1976); Kohler et aL, Eur. 7. Immunol 6:292 (1976); 
Hammerling et al, In: Monoclonal Antibodies and T-Cell Hybridomas, 
Elsevier, N.Y., (1981) pp. 563-681 ). In general, such procedures involve 
immunizing an animal (preferably a mouse) with a S. pneumoniae polypeptide 
antigen of the present invention. Suitable cells can be recognized by their 
capacity to bind onti-Streptococcus polypeptide antibody. Such cells may be 
cultured in any suitable tissue culture medium; however, it is preferable to 
culture cells in Earle's modified Eagle's medium supplemented with 10% fetal 
bovine serum (inactivated at about 56°C), and supplemented with about 10 g/1 
of nonessential amino acids, about 1,000 U/ml of penicillin, and about 100 
£ig/ml of streptomycin. The splenocytes of such mice are extracted and fused 
with a suitable myeloma cell line. Any suitable myeloma cell line may be 
employed in accordance with the present invention; however, it is preferable to 
employ the parent myeloma cell line (SP 2 0), available from the American Type 
Culture Collection, Rockville, Maryland. After fusion, the resulting hybridoma 
cells are selectively maintained in HAT medium, and then cloned by limiting 
dilution as described by Wands et al (Gastroenterology §0:225-232 (1981)). 
The hybridoma cells obtained through such a selection are then assayed to 
identify clones which secrete antibodies capable of binding the Streptococcus 
polypeptide antigen administered to immunized animal. 

Alternatively, additional antibodies capable of binding to Streptococcus 
polypeptide antigens may be produced in a two-step procedure through the use 
of anti-idiotypic antibodies. Such a method makes use of the fact that antibodies 
are themselves antigens, and that, therefore, it is possible to obtain an antibody 
which binds to a second antibody. In accordance with this method, 
Streptococcus polypeptide-specific antibodies are used to immunize an animal, 
preferably a mouse. The splenocytes of such an animal are then used to 
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produce hybridoma cells, and the hybridoma cells are screened to identify 

clones which produce an antibody whose ability to bind to the Streptococcus 

polypeptide-specific antibody can be blocked by a Streptococcus polypeptide 

antigen. Such antibodies comprise anti-idiotypic antibodies to the Streptococcus 

polypeptide-specific antibody and can be used to immunize an animal to induce 

formation of further Streptococcus polypeptide-specific antibodies. 

It will be appreciated that Fab and F(ab r ) 2 and other fragments of the 

antibodies of the present invention may be used according to the methods 
disclosed herein. Such fragments are typically produced by proteolytic 
cleavage, using enzymes such as papain (to produce Fab fragments) or pepsin 
(to produce F(ab T ) 2 fragments). Alternatively, Streptococcus 

polypeptide-binding fragments can be produced through the application of 
recombinant DNA technology or through synthetic chemistry. 

Of special interest to the present invention are antibodies to 
Streptococcus polypeptide antigens which are produced in humans, or are 
"humanized" (i.e., non-immunogenic in a human) by recombinant or other 
technology. Humanized antibodies may be produced, for example by replacing 
an immunogenic portion of an antibody with a corresponding, but non- 
immunogenic portion (i.e., chimeric antibodies) (Robinson, R.R. et al, 
International Patent Publication PCT/US 86/02269; Akira, K. et al, European 
Patent Application 184,187; Taniguchi, M., European Patent Application 
171,496; Morrison, S.L. et al, European Patent Application 173,494; 
Neuberger, M.S. et al., PCT Application WO 86/01533; Cabilly, S. et ah, 
European Patent Application 125,023; Better, M. et ai, Science 
240:1041-1043 (1988); Liu, A.Y. et al, Proc. Natl Acad. Set USA 
#4:3439-3443 (1987); Liu, A.Y. et al, J. Immunol 739:3521-3526 (1987); 
Sun, L.K. etal, Proc. Natl Acad. Set USA §4:214-218 (1987); Nishimura, 
Y. etal, Cane. Res. 47:999-1005 (1987); Wood, C.R. etal, Nature 
374:446-449 (1985)); Shaw et al, 7. Natl Cancer Inst. 50:1553-1559 (1988). 
General reviews of "humanized" chimeric antibodies are provided by Morrison, 
S.L. (Science, 229:1202-1207 (1985)) and by Oi, V.T. et al, BioTechniques 
4:214 (1986)). Suitable "humanized" antibodies can be alternatively produced 
by CDR or CEA substitution (Jones, P.T. etal, Nature 327:552-525 (1986); 
Verhoeyan et al, Science 239:1534 (1988); Beidler, CJB. et al, 7. Immunol 
747:4053-4060 (1988)). 

Suitable enzyme labels include, for example, those from the oxidase 
group, which catalyze the production of hydrogen peroxide by reacting with 
substrate. Glucose oxidase is particularly preferred as it has good stability and 
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its substrate (glucose) is readily available. Activity of an oxidase label may be 
assayed by measuring the concentration of hydrogen peroxide formed by the 
enzyme-labeled antibody/substrate reaction. Besides enzymes, other suitable 
labels include radioisotopes, such as iodine ( 125 I, 121 I), carbon ( U Q, sulphur 
( S), tritium ( 3 H), indium ( m In), and technetium (" m Tc), and fluorescent 
labels, such as fluorescein and rhodamine, and biotin. 

Further suitable labels for the Streptococcus polypeptide-specific 
antibodies of the present invention are provided below. Examples of suitable 
enzyme labels include malate dehydrogenase, staphylococcal nuclease, 
delta-5-steroid isomerase, yeast-alcohol dehydrogenase, alpha-glycerol 
phosphate dehydrogenase, triose phosphate isomerase, peroxidase, alkaline 
phosphatase, asparaginase, glucose oxidase, beta-galactosidase, ribonuclease, 
urease, catalase, glucose-6-phosphate dehydrogenase, glucoamylase, and 
acetylcholine esterase. 

Examples of suitable radioisotopic labels include 3 H, UI In, 125 I, m l, 

32 35 U 51 57 58 _ 59 75^ 152^ 9() 67^ 217^. 2U 212^ 

P, S, C, Cr, To, Co, Fe, Se, Eu, Y, Cu, Ci, At, Pb, 

47 109 111 

Sc, Pd, etc. In is a preferred isotope where in vivo imaging is used since 
its avoids the problem of dehalogenation of the 125 I or i3I I-labeled monoclonal 
antibody by the liver. In addition, this radionucleotide has a more favorable 
gamma emission energy for imaging (Perkins et aL, Eur. J. NucL Med. 
70:296-301 (1985); Carasquillo et aL, J. NucL Med. 25:281-287 (1987)). For 
example, In coupled to monoclonal antibodies with 
l-(P-isothiocyanatobenzyl)-DPTA has shown little uptake in non-tumorous 
tissues, particularly the liver, and therefore enhances specificity of tumor 
localization (Esteban et aL, J. NucL Med. 2S:861-870 (1987)). 
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Examples of suitable non-radioactive isotopic labels include Gd, 

55 * *■ I62 ^ 52_ , 56_ 

Mn, Dy, Tr, and Fe. 
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Examples of suitable fluorescent labels include an Eu label, a 
fluorescein label, an isothiocyanate label, a rhodamine label, a phycoerythrin 
label, a phycocyanin label, an allophycocyanin label, an o-phthaldehyde label, 
and a fluorescamine label. 

Examples of suitable toxin labels include diphtheria toxin, ricin, and 
cholera toxin. 

Examples of chemiluminescent labels include a luminal label, an 
isoluminal label, an aromatic acridinium ester label, an imidazole label, an 
acridinium salt label, an oxalate ester label, a luciferin label, a luciferase label, 
and an aequorin label: - 
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Examples of nuclear magnetic resonance contrasting agents include 
heavy metal nuclei such as Gd, Mn, and iron. 

Typical techniques for binding the above -described labels to antibodies 
are provided by Kennedy et al, Clin. Chim. Acta 70:1-31 (1976), and Schurs 
et at, Clin. Chim. Acta 81: 1-40 (1977). Coupling techniques mentioned in the 
latter are the glutaraldehyde method, the periodate method, the dimaleimide 
method, the m-maleimidobenzyl-N-hydroxy-succinimide ester method, all of 
which methods are incorporated by reference herein. 

In a related aspect, the invention includes a diagnostic kit for use in 
screening serum containing antibodies specific against S. pneumoniae 
infection. Such a kit may include an isolated S. pneumoniae antigen comprising 
an epitope which is specifically immunoreactive with at least one anti-S. 
pneumoniae antibody. Such a kit also includes means for detecting the binding 
of said antibody to the antigen. In specific embodiments, the kit may include a 
recombinantly produced or chemically synthesized peptide or polypeptide 
antigen. The peptide or polypeptide antigen may be attached to a solid support. 

In a more specific embodiment, the detecting means of the above- 
described kit includes a solid support to which said peptide or polypeptide 
antigen is attached. Such a kit may also include a non-attached reporter-labelled 
anti-human antibody. In this embodiment, binding of the antibody to the S. 
pneumoniae antigen can be detected by binding of the reporter labelled antibody 
to the anti-5. pneumoniae antibody. 

In a related aspect, the invention includes a method of detecting S. 
pneumoniae infection in a subject. This detection method includes reacting a 
body fluid, preferrably serum, from the subject with an isolated S. pneumoniae 
antigen, and examining the antigen for the presence of bound antibody. In a 
specific embodiment, the method includes a polypeptide antigen attached to a 
solid support, and serum is reacted with the support. Subsequently, the support 
is reacted with a reporter-labelled anti-human antibody. The support is then 
examined for the presence of reporter-labelled antibody. 

The solid surface reagent employed in the above assays and kits is 
prepared by known techniques for attaching protein material to solid support 
material, such as polymeric beads, dip sticks, 96-well plates or filter material. 
These attachment methods generally include non-specific adsorption of the 
protein to the support or covalent attachment of the protein , typically through a 
free amine group, to a chemically reactive group on the solid support, such as 
an activated carboxyl, hydroxyl, or aldehyde group. Alternatively, streptavidin 
coated plates can be used in conjunction with biotinylated antigen(s). 
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Therapeutics and Modes of Administration 

The present invention also provides vaccines comprising one or more 
polypeptides of the present invention. Heterogeneity in the composition of a 
vaccine may be provided by combining 5. pneumoniae polypeptides of the 
present invention. Multi-component vaccines of this type are desirable because 
they are likely to be more effective in eliciting protective immune responses 
against multiple species and strains of the Streptococcus genus than single 
polypeptide vaccines. Thus, as discussed in detail below, a multi-component 
vaccine of the present invention may contain one or more, preferably 2 to about 
20, more preferably 2 to about 15, and most preferably 3 to about 8, of the 5. 
pneumoniae polypeptides identified in Table 1, or fragments thereof. 

Multi-component vaccines are known in the art to elicit antibody 
production to numerous immunogenic components. Decker, M. and Edwards, 
K., 7. Infect. Dis. 774:S270-275 (1996). In addition, a hepatitis B, diphtheria, 
tetanus, pertussis tetravalent vaccine has recently been demonstrated to elicit 
protective levels of antibodies in human infants against all four pathogenic 
agents. Aristegui, J. et ah, Vaccine 75:7-9 (1997). 

The present invention thus also includes multi -component vaccines. 
These vaccines comprise more than one polypeptide, immunogen or antigen. 
An example of such a multi-component vaccine would be a vaccine comprising 
more than one of the S. pneumoniae polypeptides described in Table 1. A 
second example is a vaccine comprising one or more, for example 2 to 10, of 
the 5. pneumoniae polypeptides identified in Table 1 and one or more, for 
example 2 to 10, additional polypeptides of either streptococcal or 
non-streptococcal origin. Thus, a multi -component vaccine which confers 
protective immunity to both a Streptococcal infection and infection by another 
pathogenic agent is also within the scope of the invention. 

As indicated above, the vaccines of the present invention are expected to 
elicit a protective immune response against infections caused by species and 
strains of Streptococcus other than strain ofS. pneumoniae deposited with that 
ATCC. 

Further within the scope of the invention are whole cell and whole viral 
vaccines. Such vaccines may be produced recombinantly and involve the 
expression of one or more of the 5. pneumoniae polypeptides described in 
Table 1. For example, the S. pneumoniae polypeptides of the present invention 
may be either secreted or localized intracellular, on the cell surface,- -or in the 
periplasmic space. Further, when a recombinant virus is used, the 5. 
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pneumoniae polypeptides of the present invention may, for example, be 
localized in the viral envelope, on the surface of the capsid, or internally within 
the capsid. Whole cells vaccines which employ cells expressing heterologous 
proteins are known in the art. See, e.g., Robinson, K. et al, Nature Biotech. 
75:653-657 (1997); Sirard, J. et al, Infect Immun. 65:2029-2033 (1997); 
Chabalgoity, J. et al, Infect Immun. 65:2402-2412 (1997). These cells may 
be administered live or may be killed prior to administration. Chabalgoity, J. et 
al , supra, for example, report the successful use in mice of a live attenuated 
Salmonella vaccine strain which expresses a portion of a platyhelrninth fatty 
acid-binding protein as a fusion protein on its cells surface. 

A multi-component vaccine can also be prepared using techniques 
known in the art by combining one or more 5. pneumoniae polypeptides of the 
present invention, or fragments thereof, with additional non-streptococcal 
components {e.g., diphtheria toxin or tetanus toxin, and/or other compounds 
known to elicit an immune response). Such vaccines are useful for eliciting 
protective immune responses to both members of the Streptococcus genus and 
non-streptococcal pathogenic agents. 

The vaccines of the present invention also include DNA vaccines. DNA 
vaccines are currently being developed for a number of infectious diseases. 
Boyer, J et al, Nat Med. 3:526-532 (1997); reviewed in Spier, R., Vaccine 
14: 1285-1288 (1996). Such DNA vaccines contain a nucleotide sequence 
encoding one or more S. pneumoniae polypeptides of the present invention 
oriented in a manner that allows for expression of the subject polypeptide. The 
direct administration of plasmid DNA encoding B. burgdorgeri OspA has been 
shown to elicit protective immunity in mice against borrelial challenge. Luke, 
C. et al, J. Infect Dis. 775:91-97 (1997). 

The present invention also relates to the administration of a vaccine 
which is co-administered with a molecule capable of modulating immune 
responses. Kim, J. et al, Nature Biotech. 75:641-646 (1997), for example, 
report the enhancement of immune responses produced by DNA immunizations 
when DNA sequences encoding molecules which stimulate the immune 
response are co-administered. In a similar fashion, the vaccines of the present 
invention may be co-administered with either nucleic acids encoding immune 
modulators or the immune modulators themselves. These immune modulators 
include granulocyte macrophage colony stimulating factor (GM-CSF) and 
CD86. 

The vaccines of the present invention may be used to confer resistance to 
streptococcal infection by either passive or active immunization. When the 
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vaccines of the present invention are used to confer resistance to streptococcal 
infection through active immunization, a vaccine of the present invention is 
administered to an animal to elicit a protective immune response which either 
prevents or attenuates a streptococcal infection. When the vaccines of the 
present invention are used to confer resistance to streptococcal infection through 
passive immunization, the vaccine is provided to a host animal (e.g., human, 
dog, or mouse), and the antisera elicited by this antisera is recovered and 
directiy provided to a recipient suspected of having an infection caused by a 
member of the Streptococcus genus. 

The ability to label antibodies, or fragments of antibodies, with toxin 
molecules provides an additional method for treating streptococcal infections 
when passive immunization is conducted. In this embodiment, antibodies, or 
fragments of antibodies, capable of recognizing the S. pneumoniae polypeptides 
disclosed herein, or fragments thereof, as well as other Streptococcus proteins, 
are labeled with toxin molecules prior to their administration to the patient. 
When such toxin derivatized antibodies bind to Streptococcus cells, toxin 
moieties will be localized to these cells and will cause their death. 

The present invention thus concerns and provides a means for 
preventing or attenuating a streptococcal infection resulting from organisms 
which have antigens that are recognized and bound by antisera produced in 
response to the polypeptides of the present invention. As used herein, a vaccine 
is said to prevent or attenuate a disease if its administration to an animal results 
either in the total or partial attenuation (i.e., suppression) of a symptom or 
condition of the disease, or in the total or partial immunity of the animal to the 
disease. 

The administration of the vaccine (or the antisera which it elicits) may be 
for either a "prophylactic" or "therapeutic" purpose. When provided 
prophylactically, the compound(s) are provided in advance of any symptoms of 
streptococcal infection. The prophylactic administration of the compound(s) 
serves to prevent or attenuate any subsequent infection. When provided 
therapeutically, the compound(s) is provided upon or after the detection of 
symptoms which indicate that an animal may be infected with a member of the 
Streptococcus genus. The therapeutic administration of the compound(s) serves 
to attenuate any actual infection. Thus, the S. pneumoniae polypeptides, and 
fragments thereof, of the present invention may be provided either prior to the 
onset of infection (so as to prevent or attenuate an anticipated infection) or after 
the initiation of an actual infection. 
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The polypeptides of the invention, whether encoding a portion of a 
native protein or a functional derivative thereof, may be administered in pure 
form or may be coupled to a macromolecular carrier. Example of such carriers 
are proteins and carbohydrates. Suitable proteins which may act as 
macromolecular carrier for enhancing the immunogenicity of the polypeptides of 
the present invention include keyhole limpet hemacyanin (KUH) tetanus toxoid, 
pertussis toxin, bovine serum albumin, and ovalbumin. Methods for coupling 
the polypeptides of the present invention to such macromolecular carriers are 
disclosed in Harlow et aL, Antibodies: A Laboratory Manual, 2nd Ed.; Cold 
Spring Harbor Laboratory Press, Cold Spring Harbor, New York (1988), the 
entire disclosure of which is incorporated by reference herein. 

A composition is said to be "pharmacologically acceptable" if its 
administration can be tolerated by a recipient animal and is otherwise suitable for 
administration to that animal. Such an agent is said to be administered in a 
"therapeutically effective amount" if the amount administered is physiologically 
significant. An agent is physiologically significant if its presence results in a 
detectable change in the physiology of a recipient patient. 

While in all instances the vaccine of the present invention is administered 
as a pharmacologically acceptable compound, one skilled in the art would 
recognize that the composition of a pharmacologically acceptable compound 
varies with the animal to which it is administered. For example, a vaccine 
intended for human use will generally not be co-administered with Freund's 
adjuvant. Further, the level of purity of the S. pneumoniae polypeptides of the 
present invention will normally be higher when administered to a human than 
when administered to a non-human animal. 

As would be understood by one of ordinary skill in the art, when the 

vaccine of the present invention is provided to an animal, it may be in a 

composition which may contain salts, buffers, adjuvants, or other substances 

which are desirable for improving the efficacy of the composition. Adjuvants 

are substances that can be used to specifically augment a specific immune 

response. These substances generally perform two functions: (1) they protect 

the antigen(s) from being rapidly catabolized after administration and (2) they 

nonspecifically stimulate immune responses. 

Normally, the adjuvant and the composition are mixed prior to 

presentation to the immune system, or presented separately, but into the same 

site of the animal being immunized. Adjuvants can be loosely divided into 

several groups based upon their composition. These groups include oil 

adjuvants (for example, Freund's complete and incomplete), mineral salts (for 
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example, A1K(S0 4 ) 2) AlNa(S0 4 ) 2 , AINH^SO^, silica, kaolin, and carbon), 

polynucleotides (for example, poly IC and poly AU acids), and certain natural 
substances (for example, wax D from Mycobacterium tuberculosis, as well as 
substances found in Corynebacterium parvum, or Bordetella pertussis, and 
members of the genus Brucella. Other substances useful as adjuvants are the 
saponins such as, for example, Quil A. (Superfos A/S, Denmark). Preferred 
adjuvants for use in the present invention include aluminum salts, such as 
A1K(S0 4 ) 2 , AlNa(S0 4 ) 2 , and A1NH 4 (S0 4 ). Examples of materials suitable for 

use in vaccine compositions are provided in Remington's Pharmaceutical 
Sciences (Osol, A, Ed, Mack Publishing Co, Easton, PA, pp. 1324-1341 
(1980), which reference is incorporated herein by reference). 

The therapeutic compositions of the present invention can be 
administered parenterally by injection, rapid infusion, nasopharyngeal 
absorption (intranasopharangeally), dermoabsorption, or orally. The 
compositions may alternatively be administered intramuscularly, or 
intravenously. Compositions for parenteral administration include sterile 
aqueous or non-aqueous solutions, suspensions, and emulsions. Examples of 
non-aqueous solvents are propylene glycol, polyethylene glycol, vegetable oils 
such as olive oil, and injectable organic esters such as ethyl oleate. Carriers or 
occlusive dressings can be used to increase skin permeability and enhance 
antigen absorption. Liquid dosage forms for oral administration may generally 
comprise a liposome solution containing the liquid dosage form. Suitable forms 
for suspending liposomes include emulsions, suspensions, solutions, syrups, 
and elixirs containing inert diluents commonly used in the art, such as purified 
water. Besides the inert diluents, such compositions can also include adjuvants, 
wetting agents, emulsifying and suspending agents, or sweetening, flavoring, 
or perfuming agents. 

Therapeutic compositions of the present invention can also be 
administered in encapsulated form. For example, intranasal immunization of 
mice against Bordetella pertussis infection using vaccines encapsulated in 
biodegradable microsphere composed of poly(DL-lactide-co-glycolide) has been 
shown to stimulate protective immune responses. Shahin, R. et aL y Infect. 
Immun. 63:1195-1200 (1995). Similarly, orally administered encapsulated 
Salmonella typhimurium antigens have also been shown to elicit protective 
immunity in mice. Allaoui-Attarki, K. et ah y Infect. Immun. 65:853-857 
(1997). Encapsulated vaccines of the present invention can be administered by 
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a variety of routes including those involving contacting the vaccine with 
mucous membranes {e.g., intranasally, intracolonicly, intraduodenally). 

Many different techniques exist for the timing of the immunizations 
when a multiple administration regimen is utilized. It is possible to use the 
compositions of the invention more than once to increase the levels and 
diversities of expression of the immunoglobulin repertoire expressed by the 
immunized animal. Typically, if multiple immunizations are given, they will be 
given one to two months apart. 

According to the present invention, an "effective amount" of a 
therapeutic composition is one which is sufficient to achieve a desired biological 
effect. Generally, the dosage needed to provide an effective amount of the 
composition will vary depending upon such factors as the animal's or human's 
age, condition, sex, and extent of disease, if any, and other variables which can 
be adjusted by one of ordinary skill in the art. 

The antigenic preparations of the invention can be administered by either 
single or multiple dosages of an effective amount. Effective amounts of the 
compositions of the invention can vary from 0.01-1,000 jttg/ml per dose, more 
preferably 0.1-500 Mg/ml per dose, and most preferably 10-300 /xg/ml per dose. 

Having now generally described the invention, the same will be more 
readily understood through reference to the following example which is 
provided by way of illustration, and is not intended to be limiting of the present 
invention, unless specified. 

Examples 

Example 1: Expression and Purification of 5. pneumoniae 
Polypeptides in E. coli 

The bacterial expression vector pQElO (QIAGEN, Inc., 9259 Eton 
Avenue, Chatsworth, CA, 91311) is used in this example for cloning of the 
nucleotide sequences shown in Table 1 and for expressing the polypeptides 
identified in Table 1. The components of the pQElO plasmid are arranged such 
that the inserted DNA sequence encoding a polypeptide of the present invention 
expresses the polypeptide with the six His residues {i.e., a "6 X His tag")) 
covalently linked to the amino terminus. 

The DNA sequences encoding the desired portions of the polypeptides 
of Table 1 are amplified using PCR oligonucleotide primers from either a DNA 
library constructed from S. pnuemonicae, such as the one deposited by the 
inventors at the ATCC for convenience, ATCC Deposit No. 97755, or from 
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DNA isolated from the same organism such as the S. pneumoniae strain 
deposited with the ATCC as Deposit No. 55840. A list of PCR primers which 
can be used for this purpose is provided in Table 3, below. The PCR primers 
anneal to the nucleotide sequences encoding both the amino terminal and 
carboxy terminal amino acid sequences of the desired portion of the 
polypeptides of Table 1 . Additional nucleotides containing restriction sites to 
facilitate cloning in the pQElO vector were added to the 5' and 3' primer 
sequences, respectively. Such restriction sites are listed in Table 3 for each 
primer. In each case, the primer comprises, from the 5' end, 4 random 
nucleotides to prevent "breathing" during the annealing process, a restriction site 
(shown in Table 3), and approximately 15 nucleotides of S. pneumoniae ORF 
sequence (the complete sequence of each cloning primer is shown as SEQ ID 
NO:227 through SEQ ID NO:452). 

For cloning the polypeptides of Table 1, the 5' and 3' primers were 
selected to amplify their respective nucleotide coding sequences. One of 
ordinary skill in the art would appreciate that the point in the protein coding 
sequence where the 5 T primer begins may be varied to amplify a DNA segment 
encoding any desired portion of the complete amino acid sequences described in 
Table 1. Similarly, one of ordinary skill in the art would further appreciate that 
the point in the protein coding sequence where the 3' primer begins may also be 
varied to amplify a DNA segment encoding any desired portion of the complete 
amino acid sequences described in Table 1. 

The amplified DNA fragment and the pQElO vector are digested with the 
appropriate restriction enzyme(s) and the digested DNAs are then ligated 
together. The ligation mixture is transformed into competent E. coli cells using 
standard procedures such as those described in Sambrook et aL, Molecular 
Cloning: a Laboratory Manual, 2nd Ed.; Cold Spring Harbor Laboratory Press, 
Cold Spring Harbor, N.Y. (1989). Transformants are identified by their ability 
to grow under selective pressure on LB plates. Plasmid DNA is isolated from 
resistant colonies and the identity of the cloned DNA confirmed by restriction 
analysis, PCR and DNA sequencing. 

Clones containing the desired constructs are grown overnight ("O/N") in 
liquid culture under selection. The O/N culture is used to inoculate a large 
culture, at a dilution of approximately 1:25 to 1:250. The cells are grown to an 
optical density at 600 nm ("OD600") of between 0:4 and 0.6. Isopropyl-b-D- 
thiogalactopyranoside ("IPTG") is then added to a final concentration of 1 mM 
- to induce transcription from the lac repressor sensitive promoter, by inactivating 
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the lad repressor. Cells subsequently are incubated further for 3 to 4 hours. 
Cells are then harvested by centrifugation. 

The cells are stirred for 3-4 hours at 4 C in 6M guanidine-HCl, pH 8 . 
The cell debris is removed by centrifugation, and the supernatant containing the 
protein of interest is loaded onto a nickel-nitrilo-tri-acetic acid ("NiNTA") 
affinity resin column (available from QIAGEN, Inc., supra). Proteins with a 
6x His tag bind to the NI-NTA resin with high affinity and can be purified in a 
simple one-step procedure (for details see: The QIAexpressionist, 1995, 
QIAGEN, Inc., supra). Briefly, the supernatant is loaded onto the column in 6 
M guanidine-HCl, pH8, the column is first washed with 10 volumes of 6 M 
guanidine-HCl, pH8, then washed with 10 volumes of 6 M guanidine-HCl 
pH6, and finally the polypeptide is eluted with 6 M guanidine-HCl, pH 5.0. 

The purified protein is then renatured by dialyzing it against phosphate- 
buffered saline (PBS) or 50 mM Na-acetate, pH 6 buffer plus 200 mM NaCl. 
Alternatively, the protein can be successfully refolded while immobilized on the 
Ni-NTA column. The recommended conditions are as follows: renature using 
a linear 6M-1M urea gradient in 500 mM NaCl, 20% glycerol, 20 mM Tris/HCl 
pH7.4, containing protease inhibitors. The renaturation should be performed 
over a period of 1.5 hours or more. After renaturation the proteins can be eluted 
by the addition of 250 mM imidazole. Imidazole is removed by a final dialyzing 
step against PBS or 50 mM sodium acetate pH6 buffer plus 200 mM NaCl. 
The purified protein is stored at 4°C or frozen at -80°C. 

The DNA sequences encoding the amino acid sequences of Table 1 may 
also be cloned and expressed as fusion proteins by a protocol similar to that 
described directly above, wherein the pET-32b(+) vector (Novagen, 601 
Science Drive, Madison, WI 53711) is preferentially used in place of pQElO. 

Each of the polynucleotides shown in Table 1, was successfully 
amplified and subcloned into pQElO as described above using the PCR primers 
shown in Table 3. These pQElO plasmids containing the DNAs of Table 1, 
except SP023, SP042, SP054, SP063, SP081, SP092, SP114, SP122, 
SP123, SP126, and SP127, were deposited with the ATCC as a pooled deposit 
as a convenience to those of skill in the art. This pooled deposit was desposited 
on October 16, 1997 and given ATCC Deposit No. 209369. Those of ordinary 
skill in the art appreciate that isolating an individual plasmid from the pooled 
deposit is trivial provided the information and reagents described herein. Each 
of the deposited clones is capable of expressing its encoded S. pneumoniae 
polypeptide. 
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Example 2: Immunization and Detection of Immune Responses 
Methods 

Growth of bacterial innoculum, immunization of Mice and 
Challenge with S pneumoniae. 

Propagation and storage of, and challenge by S. pneumoniae are 
preformed essentially as described in Aaberge, LS. et aL, Virulence of 
Streptococcus pneumoniae in mice: a standardized method for preparation and 
frozen storage of the experimental bacterial inoculum, Microbial Pathogenesis, 
18:141 (1995), incorporated herein by reference. 

Briefly, Todd Hewitt (TH) broth (Difco laboratories, Detroit, MI) with 
17% FCS, and horse blood agar plates are used for culturing the bacteria. Both 
broth and blood plates are incubated at 37°C in a 5% C0 2 atmosphere. Blood 
plates are incubated for 18 hr. The culture broth is regularly 10-fold serially 
diluted in TH broth kept at room temperature and bacterial suspensions are kept 
at room temperature until challenge of mice. 

For active immunizations C3H/HeJ mice (The Jackson Laboratory, Bar 
Harbor, ME) are injected intraperitoneally (i.p.) at week 0 with 20 g of 
recombinant streptococcal protein, or phosphate-buffered saline (PBS), 
emulsified with complete Freund's adjuvant (CFA), given a similar booster 
immunization in incomplete Freund's adjuvant (IF A) at week 4, and challenged 
at week 6. For challenge S. pneumoniae are diluted in TH broth from 
exponentially-growing cultures and mice are injected subcutaneously (s.c.) at 
the base of the tail with 0.1 ml of these dilutions (serial dilutions are used to find 
medium infectious dose). Streptococci used for challenge are passaged fewer 
than six times in vitro. To assess infection, blood samples are obtained from 
the distal part of the lateral femoral vein into heparinized capillary tubes. A 25 
ul blood sample is serially 10-fold diluted in TH broth, and 25 ul of diluted and 
undiluted blood is plated onto blood agar plates. The plates are incubated for 18 
hr. and colonies are counted. 

Other methods are known in the art, for example, see Langermann, S. et 
aL, Exp, Med., 180:2277 (1994), incorporated herein by reference. 
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Immunoassays 

Several immunoassay formats are used to quantify levels of 
streptococcal-specific antibodies (ELISA and immunoblot), and to evaluate the 
functional properties of these antibodies (growth inhibition assay). The ELISA 
and immunoblot assays are also used to detect and quantify antibodies elicited in 
response to streptococcal infection that react with specific streptococcal 
antigens. Where antibodies to certain streptococcal antigens are elicited by 
infection this is taken as evidence that the streptococcal proteins in question are 
expressed in vivo. Absence of infection-derived antibodies (seroconversion) 
following streptococcal challenge is evidence that infection is prevented or 
suppressed. The immunoblot assay is also used to ascertain whether antibodies 
raised against recombinant streptococcal antigens recognize a protein of similar 
size in extracts of whole streptococci. Where the natural protein is of similar, or 
identical, size in the immunoblot assay to the recombinant version of the same 
protein, this is taken as evidence that the recombinant protein is the product of a 
full-length clone of the respective gene. 

Enzyme -Linked Immunosorbant Assay (ELISA). 
The ELISA is used to quantify levels of antibodies reactive with streptococcus 
antigens elicited in response to immunization with these streptococcal antigens. 
Wells of 96 well microtiter plates (Immunlon 4, Dynatech, Chantilly, Virginia, 
or equivalent) are coated with antigen by incubating 50 1 of 1 g/ml protein 
antigen solution in a suitable buffer, typically 0.1 M sodium carbonate buffer at 
pH 9.6. After decanting unbound antigen, additional binding sites are blocked 
by incubating 100 1 of 3% nonfat milk in wash buffer (PBS, 0.2% Tween 20, 
pH 7.4). After washing, duplicate serial two-fold dilutions of sera in PBS, 
Tween 20, 1% fetal bovine serum, are incubated for 1 hr, removed, wells are 
washed three times, and incubated with horseradish peroxidase-conjugated goat 
anti-mouse IgG. After three washes, bound antibodies are detected with H2O2 

and 2,2 f -azino-di-(3-ethylbenzthiazoline sulfonate) (Schwan, T.G., et aU Proc. 
Natl Acad. Sci. USA 92:2909^2913 (1985)) (ABTS®, Kirkegaard & Perry 
Labs., Gaithersburg, MD) and A405 is quantified with a Molecular Devices, 

Corp. (Menlo Park, California) Vmax™ plate reader. IgG levels twice the 
background level in serum from naive mice are assigned the minimum titer of 
1:100. 



46 



Sodiumdodecylsulfate-Polyacrylamide Gel Electrophoresis 

(SDS-PAGE) and Immunoblotting 

Using a single well format, total streptococcal protein extracts or 
recombinant streptococcal antigen are boiled in SDS/2-ME sample buffer before 
electrophoresis through 3% acrylamide stacking gels, and resolving gels of 
higher acrylamide concentration, typically 10-15% acrylamide monomer. Gels 
are electro-blotted to nitrocellulose membranes and lanes are probed with 
dilutions of antibody to be tested for reactivity with specific streptococcal 
antigens, followed by the appropriate secondary antibody-enzyme (horseradish 
peroxidase) conjugate. When it is desirable to confirm that the protein had 
transferred following electro-blotting, membranes are stained with Ponceau S . 
Immunoblot signals from bound antibodies are detected on x-ray film as 
chemiluminescence using ECL™ reagents (Amersham Corp., Arlington 
Heights, Illinois). 

Example 3: Detection of Streptococcus mRNA expression 

Northern blot analysis is carried out using methods described by, among 
others, Sambrook et al, supra, to detect the expression of the 5. pneumoniae 
nucleotide sequences of the present invention in animal tissues. A cDNA probe 
containing an entire nucleotide sequence shown in Table 1 is labeled with 32 P 
using the r^zprime™ DNA labeling system (Amersham Life Science), 
according to manufacturer's instructions. After labeling, the probe is purified 
using a CHROMA SPIN-100™ column (Clontech Laboratories, Inc.), 
according to manufacturer's protocol number FT 1200-1. The purified labeled 
probe is then used to detect the expression of Streptococcus mRNA in an animal 
tissue sample. 

Animal tissues, such as blood or spinal fluid, are examined with the 
labeled probe using ExpressHyb™ hybridization solution (Clontech) according 
to manufacturer's protocol number PT1 190-1. Following hybridization and 
washing, the blots are mounted and exposed to film at -70 C overnight, and 
films developed according to standard procedures. 
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It will be clear that the invention may be practiced otherwise than as 
particularly described in the foregoing description and examples. 

Numerous modifications and variations of the present invention are 
possible in light of the above teachings and, therefore, are within the scope of 
the appended claims. 

The entire disclosure of all publications (including patents, patent 
applications, journal articles, laboratory manuals, books, or other documents) 
cited herein are hereby incorporated by reference. 
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SPOOl nucleotide (SEQ ID NO:l) 

TAAAATCTACGACAATAAAAATCAACTCATTGCTGACTTGGGTTCTGAACGCCGCGTCAATGCCCAAGC 
TAATGATATTCCCACAGATTTGGTTAAGGCAATCGTTTCTATCGAAGACCATCGCTTCTTCGACCACAG 
GGGGATTGATACCATCCGTATCCTGGGAGCTTTCTTGCGCAATCTGCAAAGCAATTCCCTCCAAGGTGG 
ATCAACTCTCACCCAACAGTTGATTAAGTTGACTTACTTTTCAACTTCGACTTCCGACCAGACTATTTC 
TCGTAAGGCTCAGGAAGCTTGGTTAGCGATTCAGTTAGAACAAAAAGCAACCAAGCAAGAAATCTTGAC 
CTACTATATAAATAAGGTCTACATGTCTAATGGGAACTATGGAATGCAGACAGCAGCTCAAAACTACTA 
TGGTAAAGACCTCAATAATTTAAGTTTACCTCAGTTAGCCTTGCTGGCTGGAATGCCTCAGGCACCAAA 
CCAATATGACCCCTATTCACATCCAGAAGCAGCCCAAGACCGCCGAAACTTGGTCTTATCTGAAATGAA 
AAATCAAGGCTACATCTCTGCTGAACAGTATGAGAAAGCAGTCAATACACCAATTACTGATGGACTACA 
AAGTCTCAAATCAGCAAGTAATTACCCTGCTTACATGGATAATTACCTCAAGGAAGTCATCAATCAAGT 
TGAAGAAGAAACAGGCTATAACCTACTCACAACTGGGATGGATGTCTACACAAATGTAGACCAAGAAGC 
TCAAAAACATCTGTGGGATATTTACAATACAGACGAATACGTTGCCTATCCAGACGATGAATTGCAAGT 
CGCTTCTACCATTGTTGATGTTTCTAACGGTAAAGTCATTGCCCAGCTAGGAGCACGCCATCAGTCAAG 
TAATGTTTCCTTCGGAATTAACCAAGCAGTAGAAACAAACCGCGACTGGGGATCAACTATGAAACCGAT 
CAC AGACTATGCTCCTGC CTTGGAGTAC GGTGTC TAC GATTC AACTGCTACTATC GTTC AC GATGAGC C 
CTATAACTACCCTGGGACAAATACTCCTGTTTATAACTGGGATAGGGGCTACTTTGGCAACATCACCTT 
GCAATACGCCCTGC AACAATCGC GAAAC GTC C C AGCC GTGGAAACTCTAAAC AAGGTCGGACTC AAC C G 
CGCCAAGACTTTCCTAAATGGTCTAGGAATCGACTACCCAAGTATTCACTACTCAAATGCCATTTCAAG 
TAACACAACCGAATCAGACAAAAAATATGGAGCAAGTAGTGAAAAGATGGCTGCTGCTTACGCTGCCTT 
TGCAAATGGTGGAACTTACTATAAACCAATGTATATCCATAAAGTCGTCTTTAGTGATGGGAGTGAAAA 
AGAGTTCTCTAATGTC GGAAC TCGTGC CATGAAGGAAACGAC AGCCTATATGATGACC GAC ATGATGAA 
AAC AGTCTTGACTTATGGAAC TGGAC GAAATGC CTATCTTGCTTGGCTC C C TC AGGC TGGTAAAAC AGG 
AACCTCT AACTATACAGAC GAGGAAATTGAAAAC C AC ATC AAGACCTCTC AATTTGTAGC AC CTGATGA 
ACTATTTGCTGGCTATACGCGTAAATATTCAATGGCTGTATGGACAGGCTATTCTAACCGTCTGACACC 
ACTTGTAGGC AATGGC CTTAC GGTC GC TGC C AAAGTTT ACCGCTCTATGATGAC C TACCTGTCTGAAGG 
AAGCAATCCAGAAGATTGGAATATACCAGAGGGGCTCTACAGAAATGGAGAATTCGTATTTAAAAATGG 
TGCTCGTTCTACGTGGAACTCACCTGCTCCACAACAACCCCCATCAACTGAAAGTTCAAGCTCATCATC 
AGATAGT-TC AAC TTC AC AGTCT AGCTC AAC C AC TCC AAGCACAAATAATAGTACGACTACCAATC C TAA 
C AATAAT AC GC AACAATC AAATAC AAC C CCTGATCAACAAAATCAGAATCCTCAAC CAGCAC AAC C A 

SPOOl AMINO ACID (SEQ ID NO : 2 ) 

KI YDNKNQLI ADLGSERRVNAQAND I PTDLVKAIVS I EDHRFFDHRGIDT I RILGAFLRMLQSNSLQGG 
STLTQQL I KLTYF ST STSDQTI S RKAQEAWLAI QLEQKATKQE ILTYYIIsTKVYMSNGNYGMQTAAQNYY 
GKDLN^SLPQLALLAGM 

SLKSASOTPAYMDOTLKEVINQVEEETGYISILLTTGMDVYTlsrro 
ASTIVDVSNGKVIAQLGARHQSSNVSFGINQAVETNROT^ 

YNYPGTOT PVYNWDRGYFGNI TLQYALQQS ROTP AVETLNKVGL3STRAKTFLNGLGIDYP S I HYSNAI S S 
NTTESDKKYGASSEKMAAAYAAFANGGTYYKPMYIHKW 

TVLTYGTGRNAYLAWLPQAGKTGTSNYTDEEIENHIKTSQFVAPDELFAGYTRKYSMAVWTGYSNRLTP 
LVGNGLTVAAKVYRSMMT YLS EGSNPEDWNI PEGLYRNGEFVFKNGARSTWNS PAPQQP P STESSSSSS 
DSSTSQSSSTTPSTNNSTTTNPI^NTQQSNTTPDQQNQNPQPAQP 

SP004 nucleotide (SEQ ID NO:3) 

AAATTACAATACGGACTATGAATTGACCTCTGGAGAAAAATTACCTCTTCCTAAAGAGATTTCAGGTTA 
CACTTATATTGGATATATCAAAGAGGGAAAAACGACTTCTGAGTCTGAAGTAAGTAATCAAAAGAGTTC 
AGTTGCCACTCCTACAAAAC AACAAAAGGTGGATTATAATGTTACAC CGAATTTTGTAGAC CATCCATC 
AACAGTACAAGCTATTCAGGAACAAACACCTGTTTCTTCAACTAAGCCGACAGAAGTTCAAGTAGTTGA 
AAAACCTTTCTCTACTGAATTAATCAATCCAAGAAAAGAAGAGAAACAATCTTCAGATTCTCAAGAACA 
ATTAGC C GAAC ATAAGAATCTAGAAACGAAGAAAGAGGAGAAGATTTC TC CAAAAGAAAAGACTGGGGT 
AAATAC ATT AAATCC AC AGGATGAAGTTTT ATC AGGTCAATTGAACAAAC C TGAACTCTTATATCGTGA 
GGAAACTATGGAGACAAAAATAGATTTTCAAGAAGAAATTCAAGAAAATCCTGATTTAGCTGAAGGAAC 
TGTAAGAGTAAAACAAGAAGGTAAATTAGGTAAGAAAGTTGAAATCGTCAGAATATTCTCTGTAAACAA 
GGAAGAAGTTTCGCGAGAAATTGTTTCAACTTCAACGACTGCGCCTAGTCCAAGAATAGTCGAAAAAGG 
TACTAAAAAAACTCAAGTTATAAAGGAACAACCTGAGACTGGTGTAGAACATAAGGACGTACAGTCTGG 
AGCTATTGTTGAAC C C GC AATTCAGC CTGAGTTGCCCGAAGCTGTAGTAAGTGACAAAGGC GAAC C AGA 
AGTTCAACC TAC ATTAC C C GAAGC AGTTGTGACCGAC AAAGGTGAGACTGAGGTTC AAC C AGAGTC GCC 
AGATACTGTGGTAAGTGATAAAGGTGAACCAGAGCAGGTAGCACCGCTTCCAGAATATAAGGGTAATAT 



Table 1 49 

TGAGC AAGT AAAAC C TGAAACTC C GGTTGAGAAGACC AAAGAAC AAGGTC C AGAAAAAAC TGAAGAAGT 
TCC AGT AAAAC C AAC AGAAGAAAC AC C AGTAAATC C AAATGAAGGT ACTAC AGAAGGAAC CTC AATT C A 
AGAAGCAGAAAATC CAGTTCAAC CTGCAGAAGAATC AAC AACGAATTCAGAGAAAGTATC ACCAGATAC 
ATC TAGCAAAAATACTGGGGAAGTGTCCAGTAATCCTAGTGATTC GACAACCTCAGTTGGAGAATC AAA 
TAAAC C AGAAC ATAATGACTC TAAAAATGAAAATTC AGAAAAAAC TGTAGAAGAAGTTC C AGTAAATC C 
AAATGAAGGCACAGTAGAAGGTACCTCAAATCAAGAAACAGAAAAACCAGTTCAACCTGCAGAAGAAAC 
AC AAAC AAAC TCTGGGAAAAT AGCTAACGAAAATACTGGAGAAGT ATC C AATAAAC CTAGTGATTC AAA 
ACC AC C AGTTGAAGAATC AAATC AAC C AGAAAAAAAC GGAAC TGC AAC AAAAC CAGAAAATTCAGGTAA 
TACAACATCAGAGAATGGACAAACAGAACCAGAACCATCAAACGGAAATTCAACTGAGGATGTTTCAAC 
CGAATCAAACACATCCAATTCAAATGGAAACGAAGAAATTAAACAAGAAAATGAACTAGACCCTGATAA 
AAAGGTAGAAGAACCAGAG AAAAC AC TTGAATTAAGAAATGTTTC CGAC C TAGAGTTA 

SP004 amino acid (SEQ ID NO:4) 

NYNTDYELTSGEKLPLPKEISGYTYIGYIKEGKTTSESEVSNQKSSVATPTKQQKTOYWTPNFVDHPS 
WQAIQEQTPVSSTKPTEVQWEKPFSTELINPRKEEKQSSDSQEQLAEHKNLETKKEEKISPKEKTGV 

ISTTLNPQDEVLSGQLNKPELLYRE 

EEVSREIVSTSTTAPSPRIVEKGTKKTQVIKEQPETGVEHKDVQSGAIVEPAIQPELPEAWSDKGEPE 
VQPTLPEAWTDKGETEVQPESPDTWSDKGEPEQVAPLPEYKGNIEQVKPETPVEKTKEQGPEKTEEV 
PVKPTEETPVNPNEGTTEGTSIQEAENPVQPAEESTTNSEKVSPDTSSKNTGEVSSNPSDSTTSVGESN 
KPEHNDSKNENSEKTVEEVPTOPNEGTVEGTSNQETEKPVQPAEETQTNSGKIANEMTGEVSNKPSDSK 
PPVEESNQPEKNGTATKPENSGNTTSENGQTEPEPSNGNSTEDVSTESNTSNSNGNEEIKQENELDPDK 

KVEEPEKTLELRWSDLEL 

SP006 nucleotide (SEQ ID NO: 5) 

TGAGAATC AAGCTAC ACCC AAAGAGAC TAGC GCTCAAAAGAC AATC GTC CTTGCTAC AGC TGGC GACGT 
GCCACCATTTGACTACGAAGACAAGGGCAATCTGACAGGCTTTGATATCGAAGTTTTAAAGGCAGTAGA 

TGAAAAACTC AGC GAC TACGAGATTCAATTC C AAAGAAC CGC CTGGGAGAGC ATCTTC C CAGGACTTGA 
TTC TGGTCACT ATC AGGCTGC GGC CAATAAC TTGAGTTAC AC AAAAGAGCGTGC TGAAAAAT AC C TTTA 
CTCGCTTCCAATTTCC AAC AATC CCCTC GTC CTTGTC AGC AAC AAGAAAAATCCTTTGACTTCTCTTGA 
C C AGATCGCTGGTAAAAC AAC AC AAGAGGAT AC C GGAACTTCTAACGC TC AATTC ATC AATAAC TGGAA 
TCAGAAACACACTGATAATCCCGCTACAATTAATTTTTCTGGTGAGGATATTGGTAAACGAATCCTAGA 
C CTTGCTAAC GGAGAGTTTGATTTCCTAGTTTTTGAC AAGGTATC C GTTC AAAAGATTATCAAGGACC G 
TGGTTTAGACCTCTCAGTCGTTGATTTACCTTCTGCAGATAGCCCCAGCAATTATATCATTTTCTCAAG 
C GAC C AAAAAGAGTTTAAAGAGC AATTTGAT AAAGCGCTC AAAGAACTCTATCAAGAC GGAACC CTTGA 
AAAACTCAGCAATACCTATCTAGGTGGTTCTTACCTCCCAGATCAATCTCAGTTACAA 

SP006 amino acid (SEQ ID NO: 6) 

ENQATPKETSAQKTIVLATAGDVPPFDYEDKGNLTGFD IEVLKAVDEKLSDYE I QFQRTAWES I F PGLD 
SGHYQAAANNLSYTKERAEKYLYSLPISNNPL^ 

QKHTDNPAT INF SGEDIGKRILDLANGEFDFLVFDKVSVQKI I KDRGLDLSWDL P SADS P SNYI I F S S 
DQKEFKEQFDKALKELYQDGTLEKLSNTYLGGSYLPDQSQLQ 

SP007 nucleotide (SEQ ID NO: 7) 

TGGTAACCGCTCTTCTCGTAACGCAGCTTCATCTTCTGATGTGAAGACAAAAGCAGCAATCGTCACTGA 
TACTGGTGGTGTTGATGACAAATCATTCAACCAATCAGCTTGGGAAGGTTTGCAGGCTTGGGGTAAAGA 
ACACAATCTTTCAAAAGATAAC GGTTTCACTTACTTC C AATC AAC AAGTGAAGCTGACTACGCTAACAA 
CTTGCAACAAGCGGCTGGAAGTTACAACCTAATCTTCGGTGTTGGTTTTGCCCTTAATAATGCAGTTAA 
AGATGC AGCAAAAGAAC ACACTGAC TTGAAC TATGTCTTGATTGATGATGTGATT AAAGACC AAAAGAA 
TGTTGCGAGCGTAACTTTCGCTGATAATGAGTCAGGTTACCTTGCAGGTGTGGCTGCAGCAAAAACAAC 

TAAGAC AAAACAAGTTGGTTTTGTAGGTGGT ATC GAATCTGAAGTTATC TCTCGTTTTGAAGC AGGATT 
CAAGGCTGGTGTTGC GTC AGT AGACC CATC TATCAAAGTCCAAGTTGACTACGCTGGTTCATTTGGTGA 
TGC GGCTAAAGGTAAAAC AATTGC AGCCGC AC AATAC GC AGC CGGTGC AGATATTGTTTAC CAAGTAGC 
TGGTGGTACAGGTGCAGGTGTCTTTGCAGAGGCAAAATCTCTCAACGAAAGCCGTCCTGAAAATGAAAA 

AGTTTGGGTTATCGGTGTTGATC GTGAC C AAGAAGC AGAAGGTAAATAC AC TTCTAAAGATGGC AAAGA 
ATCAAACTTTGTTCTTGTATCTACTTTGAAACAAGTTGGTACAACTGTAAAAGATATTTCTAACAAGGC 
AGAAAGAGGAGAATTCCCTGGCGGTCAAGTGATCGTTTACTCATTGAAGGATAAAGGGGTTGACTTGGC 
AGTAACAAACCTTTCAGAAGAAGGTAAAAAAGCTGTCGAAGATGCAAAAGCTAAAATCCTTGATGGAAG 

C GT AAAAGTTC CTGAAAAA 
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SP007 amino acid (SEQ ID NO: 8) 

GNRSS RNAAS S SDVKTKAAI VTDTGGVBDKS FNQSAWEGLQAWGKEHNL SKDNGFTYFQ ST S E AD YANN 
LQQAAGSYNLIFGVGFALISnSTAVKDAAKEHTDLNYVLIDD 

KTKQVGFVGG I E S EV I SRFEAGFKAGVAS VD P S IKVQVD YAGS FGDAAKGKT I AAAQYAAGAD I VYQVA 
GGTGAGVFAEAKSLNESRPENEKVWXGVDRDQEAEGKYTSKDGKESNFVLVSTLKQVGTTVKDISNKA 
ERGEFPGGQVIVYSLKDKGVDLAVTMLSEEGKKAVEDAKAKILDGSVKVPEK 

SP0 0 8 nucleotide (SEQ ID NO: 9) 

TGTGGAAATTTGACAGGTAACAGCAAAAAAGCTGCTGATTCAGGTGACAAACCTGTTATCAAAATGTAC 
C AAATC GGTGAC AAAC C AGAC AACTTGGATGAATTGTT AGC AAATGC C AACAAAATC ATTGAAGAAAAA 
GTTGGTGCCAAATTGGATATCCAATACCTTGGCTGGGGTGACTATGGTAAGAAAATGTCAGTTATCACA 
TCATCTGGTGAAAACTATGATATTGCCTTTGCAGATAACTATATTGTAAATGCTCAAAAAGGTGCTTAC 
GCTGACTTGACAGAATTGTAC AAAAAAGAAGGTAAAGAC C TTTAC AAAGC AC TTGAC C CAGCTTAC ATC 
AAGGGTAATACTGTAAATGGTAAGATTTACGCTGTTCCAGTTGCAGCCAACGTTGCATCATCTCAAAAC 
TTTGCCTTCAACGGAACTCTCCTTGCTAAATATGGTATCGATATTTCAGGTGTTACTTCTTACGAAACT 
CTTGAGCC AGTCTTGAAACAAATCAAAGAAAAAGCTC CAGACGTAGTAC CATTTGC TATTGGTAAAGTT 
TTCATCCCATCTGATAATTTTGACTACCCAGTAGCAAACGGTCTTCCATTCGTTATCGACCTTGAAGGC 
GAT AC TACTAAAGTTGTAAACCGTTACGAAGTGCC TC GTTTCAAAGAACAC TTGAAGACTCTTC ACAAA 
TTCTATGAAGCTGGCTACATTCCAAAAGACGTCGCAACAAGCGATACTTCCTTTGACCTTCAACAAGAT 
ACTTGGTTC GTTC GTGAAGAAAC AGTAGGAC C AGC TGACTACGGT AACAGCTTGCTTTCACGTGTTGC C 
AACAAAGATATCCAAATCAAACCAATTACTAACTTCATCAAGNAAAACCAAACAACACAAGTTGCTAAC 
TTTGTCATCTCAAACAACTCTAAGAAC AAAGAAAAATC AATGGAAATC TTGAAC CTC TTGAATAC GAAC 
C C AGAACTC TTGAAC GGTCTTGTTTAC GGTC C AGAAGGC AAGAACTGGGAAAAAATTGAAGGTAAAGAA 
AACCGTGTTCGCGTTCTTGATGGCTACAAAGGAAACACTCACATGGGTGGATGGAACACTGGTAACAAC 
TGGATCCTTTACATCAACGAAAACGTTACAGACCAACAAATCGAAAATTCTAAGAAAGAATTGGCAGAA 
GCTAAAGAATCTCCAGCGCTTGGATTTATCTTCAATACTGACAATGTGAAATCTGAAATCTCAGCTATT 
GCTAAC ACAATGCAAC AATTTGATAC AGCTATC AACAC TGGTAC TGTAGACCCAGATAAAGC GATTC C A 
GAATTGATGGAAAAATTGAAATCTGAAGGTGCCTACGAAAAAGTATTGAACGAAATGCAAAAACAATAC 
GATGAATTCTTGAAAAACAAAAAA 

SP008 amino acid (SEQ ID NO: 10) 

CGNLTGNSKKAADSGDKPVIKMYQIGDKPDN^ 

S SGENYD I AFADNYIVNAQKGAYADLTEL YKKEGKDLYKALD PAYI KGNTVNGKI YAVPVAANVAS S QN 

FAFNGTLLAKYGIDISGVTSYETLEPVLKQIKEKAPDWPFAIGKVFIPSDNFDYPVANGLPFVIDLEG 

DTTKVVNRYEVPRFKEHLKTLHKFYEAGYIPKDVATSDTSFDLQQDTWFVREETVGPADYGNSLLSRVA 

NKDIQIKPITNFIIQGtfQTTQVANFVISNN^ 

NRVRVLDGYKGNTHMGGWTGISn^ 

ANTMQQFDTAINTGTVDPDKAIPEI^EKLKSEGAYEKVLNEMQKQYDE 
SP009 nucleotide (SEQ ID NOrll) 

TGGTCAAGGAACTGCTTCTAAAGACAACAAAGAGGCAGAACTTAAGAAGGTTGACTTTATCCTAGACTG 
GACACCAAATACCAACCACACAGGGCTTTATGTTGCCAAGGAAAAAGGTTATTTCAAAGAAGCTGGAGT 
GGATGTTGATTTGAAATTGCCACCAGAAGAAAGTTCTTCTGACTTGGTTATCAACGGAAAGGCACCATT 
TGCAGTGTATTTC CAAGACTACATGGCTAAGAAATTGGAAAAAGGAGC AGGAATC ACTGC CGTTGC AGC 
TATTGTTGAACACAATACATCAGGAATCATCTCTCGTAAATCTGATAATGTAAGCAGTCCAAAAGACTT 
GGTTGGTAAGAAATATGGGACATGGAATGACCCAACTGAACTTGCTATGTTGAAAACCTTGGTAGAATC 
TCAAGGTGGAGACTTTGAGAAGGTTGAAAAAGTACCAAATAACGACTCAAACTCAATCACACCGATTGC 
C AATGGC GTCTTTGAT ACTGC TTGGATTTACTACGGTTGGGATGGTATCC TTGCTAAATCTCAAGGTGT 
AGATGCTAACTTCATGTACTTGAAAGACTATGTCAAGGAGTTTGACTACTATTCACCAGTTATCATCGC 
AAACAACGACTATCTGAAAGATAACAAAGAAGAAGCTCGCAAAGTCATCCAAGCCATCAAAAAAGGCTA 
CCAATATGCCATGGAACATCCAGAAGAAGCTGCAGATATTCTCATCAAGAATGCACCTGAACTCAAGGA 
AAAACGTGACTTTGTCATCGAATCTCAAAAATACTTGTCAAAAGAATACGCAAGCGACAAGGAAAAATG 
GGGTCAATTTGACGCAGCTCGCTGGAATGCTTTCTACAAATGGGATAAAGAAAATGGTATCCTTAAAGA 
AGACTTGACAGACAAAGGCTTCACCAACGAATTTGTGAAA 

SPG 0 9 amino acid (SEQ ID NO: 12) 
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GQGT AS KDNKEAELKKVD F I LDWTPNTNHTGL YVAKEKGYFKEAGVDVDLKL P PEES S SDLVINGKAPF 
AVYF QD YMAKKLEKGAGITAVAAI VEHNTSG I I SRKSDNVS S PKDLVGKKYGTWND PTELAMLKTLVE S 
QGGDFEKVEKVPNOTSNSITPIANGVFDTAWIYYGWDGILAKSQGVDAMFMYLKDW 
NRTOYLKDNKEEARKVIQAIKK^ 

GQFDAARWNAFYKWDKENGILKEDLTDKGFTMEFVK 
SP010 nucleotide (SEQ ID NO:13) 

TAGCTCAGGTGGAAACGCTGGTTCATCCTCTGGAAAAACAACTGCCAAAGCTCGCACTATCGATGAAAT 
CAAAAAAAGCGGTGAACTGCGAATCGCCGTGTTTGGAGATAAAAAACCGTTTGGCTACGTTGACAATGA 
TGGTTCTACCAAGGTACGCTACGATATTGAACTAGGGAACCAACTAGCTCAAGACCTTGGTGTCAAGGT 
TAAAT AC ATTTC AGTCGATGC TGCC AACC GTGC GGAATACTTGATTTC AAAC AAGGTAGATATTACTCT 
TGCTAACTTTACAGTAACTGACGAACGTAAGAAACAAGTTGATTTTGCCCTTCCATATATGAAAGTTTC 
TCTGGGTGTC GTATC AC CTAAGACTGGTC TC ATTACAGAC GTC AAAC AACTTGAAGGTAAAACCTTAAT 
TGTC AC AAAAGGAAC GACTGCTGAGACTTATTTTGAAAAGAATCATCC AGAAATCAAAC TCC AAAAATA 
CGACC AATACAGTGACTCTTACCAAGCTC TTC TTGACGGAC GTGGAGATGC C TTTTC AACTGAC AAT AC 
GGAAGTTCTAGCTTGGGCGCTTGAAAATAAAGGATTTGAAGTAGGAATTACTTCCCTCGGTGATCCCGA 
TACCATTGCGGCAGCAGTTCAAAAAGGCAACCAAGAATTGCTAGACTTCATCAATAAAGATATTGAAAA 
ATTAGGCAAGGAAAACTTCTTCCACAAGGCCTATGAAAAGACACTTCACCCAACCTACGGTGACGCTGC 
TAAAGCAGATGACCTGGTTGTTGAAGGTGGAAAAGTTGAT 

SP010 amino acid (SEQ ID NO: 14) 

S SGGNAGS S SGKTTAKART I DE I KKSGELRI AVFGDKKPFG YVDNDGS TKVRYDI ELGNQLAQDLGVKV 
KYI SVDAANRAEYLI SNKVD I TLANFTVTDERKKQVDFALPYMKVSLGVVSPKTGL ITDVKQLEGKTL I 
VTKGTTAETYFEKNHPEIKX.QKYDQYSDSYQALLDGRGDAFSTDNTEVIAWALENKGFEVGITSLGDPD 
TIAAAVQKGNQELLDFINKDISKliGKENFFHKAYEKTLHPTYGDAAKADDLWEGGKVD 

SP011 nucleotide (SEQ ID NO:15) 

C TC C AACT ATGGTAAATC TGC GGATGGC AC AGTGAC CATC GAGT ATTTC AAC C AGAAAAAAGAAATGAC 
C AAAAC CTTGGAAGAAATC AC TCGTGATTTTGAGAAGGAAAACCCTAAGATCAAGGTCAAAGTCGTC AA 
TGTACCAAATGCTGGTGAAGTATTGAAGACACGCGTTCTCGCAGGAGATGTGCCTGATGTGGTCAATAT 
TTACCCACAGTCCATCGAACTGCAAGAATGGGCAAAAGCAGGTGTTTTTGAAGATTTGAGCAACAAAGA 
CTACCTGAAACGCGTGAAAAATGGCTACGCTGAAAAATATGCTGTAAACGAAAAAGTTTACAACGTTCC 
TTTTACAGCTAATGCTTATGGAATTTACTACAACAAAGATAAATTCGAAGAACTGGGCTTGAAGGTTCC 
TGAAACCTGGGATGAATTTGAACAGTTAGTCAAAGATATCGTTGCTAAAGGACAAACACCATTTGGAAT 
TGCAGGTGCAGATGCTTGGACACTCAATGGTTACAATCAATTAGCCTTTGCGACAGCAACAGGTGGAGG 
AAAAGAAGC AAATCAATAC CTTC GTTATTCTCAACCAAATGCCATTAAATTGTCGGATCCGATTATGAA 
AGATGATATCAAGGTCATGGACATCCTTCGCATCAATGGATCTAAGCAAAAGAACTGGGAAGGTGCTGG 
CTATACCGATGTTATCGGAGCCTTCGCACGTGGGGATGTCCTCATGACACCAAATGGGTCTTGGGCGAT 
CACAGC GATTAATGAAC AAAAAC C GAACTTTAAGATTGGGAC CTTC ATGATTCCAGGAAAAGAAAAAGG 
ACAAAGCTTAACCGTTGGTGCGGGAGACTTGGCATGGTCTATCTCAGCCACCACCAAACATCCAAAAGA 
AGCCAATGCCTTTGTGGAATATATGACCCGTCCAGAAGTCATGCAAAAATACTACGATGTGGACGGATC 
TC C AAC AGC GATCGAAGGGGTC AAAC AAGC AGGAGAAGATTC AC CGC TTGCTGGTATGACCGAATATGC 
CTTTACGGATCGTCACTTGGTCTGGTTGCAACAATACTGGACCAGTGAAGCAGACTTCCATACCTTGAC 
C ATGAACTATGTCTTGACC GGTGATAAACAAGGCATGGTC AATGATTTGAATGC CTTCTTTAAC CCGAT 
GAAAGCGGATGTGGAT 

SP011 amino acid (SEQ ID NO: 16) 

SNYGKS ADGTVT I EYFNQKKEMTKTL EE ITRDFEKENPKI KVKVVNVPNAGEVLKTRVLAGDVPDVVNI 
YPQSIELQEWAKAGVFEDLSNKDYLKRVKNGYAEKYAW 

ETWDEFEQLVKD I VAKGQT PFGI AGAD AWTLNGYNQLAF ATATGGGKEAMQYLRYS Q PftTAI KLSDPIMK 
DDIKVMDILRINGSKQKNWEGAGYTDVIGAFARGDVLMTPNGSWAITAINEQKPNFKIGTFMXPGKEKG 
QSLTVGAGDLAWS I S ATTKHPKEANAFVE YMTRPEVMQKYYDVDGS PTAI EGVKQAGEDS PLAGMTEYA 
FTDRHLVWLQQYWTSEADFHTLTMNYVLTGDK^ 

SP012 nucleotide (SEQ ID NO: 17) 

TGGGAAAAATTCTAGCGAAAC TAGTGGAGAT AATTGGTC AAAGTAC C AGTCTAAC AAGTCTATTACTAT 
TGGATTTGATAGTACTTTTGTTCCAATGGGATTTGCTCAGAAAGATGGTTCTTATGCAGGATTTGATAT 
TGATTTAGCTACAGCTGTTTTTGAAAAATACGGAATCACGGTAAATTGGCAACCGATTGATTGGGATTT 
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GAAAGAAGCTGAATTGAC AAAAGGAAC GATTGATCTGATTTGGAATGGCT ATTC CGCTACAGAC GAAC G 
CCGTGAAAAGGTGGCTTTCAGTAACTCATATATGAAGAATGAGCAGGTATTGGTTACGAAGAAATCATC 
TGGTATCACGACTGCAAAGGATATGACTGGAAAGACATTAGGAGCTCAAGCTGGTTCATCTGGTTATGC 
GGAC TTTGAAGC AAATC C AGAAATTTTGAAGAAT ATTGTC GC TAAT AAGGAAGCGAATC AAT AC C AAAC 
CTTTAATGAAGC CTTGATTGATTTGAAAAAC GATC GAATTGATGGTCT ATTGATTGACC GTGTC T ATGC 
AAAC TATTATTTAGAAGC AGAAGGTGTTTTAAACGATTATAATGTC TTTACAGTTGGAC TAGAAACAGA 
AGCTTTTGCGGTTGGAGCCCGTAAGGAAGATACAAACTTGGTTAAGAAGATAAATGAAGCTTTTTCTAG 
TC TTTAC AAGGAC GGC AAGTTC C AAGAAATC AGC C AAAAATGGTTTGGAGAAGATGTAGC AAC C AAAGA 
AGTAAAAGAAGGACAG 

5P012 nucleotide (SEQ ID N0:X8) 

GKNSSETSGDNWSKYQSNKSITIGFDSTFVPMGFAQKDGSYAGFDIDLATAWEKYGITVNWQPIDWDL 
KEAELTKGT IDL IWNGYSATDERRE WAFS3NTS YMKNEQVLVTKKS SGITTAKDMTGKTLGAQAGS SGYA 
DFEANPEILKNIVANKEANQYQTFNEALI^ 

AFAVGARKEDTNLVKKINEAF S SL YKDGKFQE I SQKWFGEDVATKEVKEGQ 
SP013 nucleotide (SEQ ID NO: 19) 

TGCTAGCGGAAAAAAAGATACAACTTCTGGTCAAAAACTAAAAGTTGTTGCTACAAACTCAATCATCGC 
TGATATTACTAAAAATATTGCTGGTGACAAAATTGACCTTCATAGTATCGTTCCGATTGGGCAAGACCC 
ACACGAATACGAACCACTTCCTGAAGACGTTAAGAAAACTTCTGAGGCTAATTTGATTTTCTATAACGG 
TATCAACCTTGAAACAGGTGGCAATGCTTGGTTTACAAAATTGGTAGAAAATGCCAAGAAAACTGAAAA 
C AAAGACTACTTC GC AGTC AGC GACGGC GTTGATGTTATC TAC CTTGAAGGTC AAAATGAAAAAGGAAA 
AGAAGACCCACACGCTTGGCTTAACCTTGAAAACGGTATTATTTTTGCTAAAAATATCGCCAAACAATT 
GAGCGCCAAAGACCCTAACAATAAAGAATTCTATGAAAAAAATCTCAAAGAATATACTGATAAGTTAGA 
C AAAC TTGATAAAGAAAGTAAGGATAAATTTAAT AAGATCC CTGCTGAAAAGAAACTCATTGT AAC CAG 
C GAAGGAGC ATTCAAATAC TTCTCTAAAGCCTATGGTGTC C C AAGTGCTTACATCTGGGAAATC AATAC 
TGAAGAAGAAGGAAC TCC TGAAC AAATC AAG AC CTTGGTTGAAAAAC TTC GCC AAAC AAAAGTTC CATC 
ACTCTTTGTAGAATC AAGTGTGGATGAC C GTCC AATGAAAAC TGTTTC TC AAGACAC AAAC ATCC C AAT 
CTACGCTCAAATCTTTACTGACTCTATCGCAGAACAAGGTAAAGAAGGCGACAGCTACTACAGCATGAT 
GAAATACAACCTTGACAAGATTGCTGAAGGATTGGCAAAA 

SP013 amino acid (SEQ ID NO: 20) 

ASGKKDTTSGQKLKWATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEANLIFYNG 

INLETGGNAWFTKIATENAKKTENKDY^ 

SAKDPNNKEFYEKNLKEYTDKLDKLDKESKDKFNKIPAE 

EEEGTPEQIKTLVEKLRQTKVPSIiFVESSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMM 
KYNLDKIAEGLAK 

SP014 nucleotide (SEQ ID NO:21) 

TGGCTCAAAAAATACAGCTTCAAGTCCAGATTATAAGTTGGAAGGTGTAACATTCCCGCTTCAAGAAAA 
GAAAAC ATTGAAGTTTATGAC AGCC AGTTC AC C GTTATCTCCTAAAGAC CCAAATGAAAAGTTAATTTT 
GC AACGTTTGGAGAAGGAAACTGGCGTTC AT ATTGACTGGACC AACTAC CAATCC GACTTTGC AGAAAA 
AC GTAACTTGGATATTTCTAGTGGTGATTTACCAGATGC TATCC ACAACGAC GGAGC TTCAGATGTGGA 
CTTGATGAAC TGGGCTAAAAAAGGTGTTATTATTC CAGTTGAAGATTTGATTGATAAATAC ATGC CAAA 
TCTTAAGAAAATTTTGGATGAGAAAC C AGAGTACAAGGC C TTGATGAC AGC AC CTGATGGGC ACATTTA 
CTCATTTCCATGGATTGAAGAGCTTGGAGATGGTAAAGAGTCTATTCACAGTGTCAACGATATGGCTTG 
GATTAACAAAGATTGGCTTAAGAAAC TTGGTC TTGAAATGC CAAAAACTACTGATGATTTGATTAAAGT 
CC TAGAAGCTTTCAAAAACGGGGATC CAAATGGAAATGGAGAGGCTGATGAAATTCCATTTTC ATTTAT 
TAGTGGTAACGGAAACGAAGATTTTAAATTCCTATTTGCTGCATTTGGTATAGGGGATAACGATGATCA 
TTTAGTAGTAGGAAATGATGGCAAAGTTGACTTCACAGCAGATAACGATAACTATAAAGAAGGTGTCAA 
ATTTATC C GTC AATTGC AAGAAAAAGGCCTGATTGATAAAGAAGCTTTCGAAC ATGATTGGAATAGTTA 
CATTGCTAAAGGTCATGATCAGAAATTTGGTGTTTACTTTACATGGGATAAGAATAATGTTACTGGAAG 
TAACGAAAGTTATGATGTTTTACCAGTACTTGCTGGACCAAGTGGTCAAAAACACGTAGCTCGTACAAA 
CGGTATGGGATTTGC ACGTGAC AAGATGGTTATTAC CAGTGT AAACAAAAACC TAGAATTGACAGC TAA 
ATGGATTGATGCACAATACGCTCCACTCCAATCTGTGCAAAATAACTGGGGAACTTACGGAGATGACAA 
ACAACAAAACATCTTTGAATTGGATCAAGCGTCAAATAGTCTAAAACACTTACCACTAAACGGAACT 
AC CAGCAGAAC TTC GTC AAAAGAC TGAAGT AGGAGGACC ACTAGCTATC C TAGATTC ATACTATGGTAA 
AGTAAC AAC C ATGCCTGATGATGC CAAATGGC GTTTGGATC TTATCAAAGAATATTATGTTC CTTAC AT 
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GAGC AATGTC AATAACTATC C AAGAGTCTTTATGAC AC AGGAAGATTTGGAC AAGATTGC C C ATATCGA 
AGC AGATATGAATGAC T ATATC TACC GTAAAC GTGCTGAATGGATTGTAAATGGC AATATTGAT AC TGA 
GTGGGATGATTAC AAGAAAGAAC TTGAAAAATAC GGACTTTCTGATTAC CTCGCT ATT AAAC AAAAAT A 
CTACGACCAATACCAAGCAAACAAAAAC 

SP014 amino acid (SEQ ID NO: 22) 

GSKNTASSPDYKLEGVTFPLQEKKTLKFMTASSPLSPKDPNEKLILQRLEKETGVHIDWTNYQSDFAEK 
RWLDISSGDLPDAIHNDGASDVXiLiyQSfWAKKG 

S F PWI EELGDGKE S I HS V1SHDMAWINKDWLKKLGL EMPKTTDDL I KVLEAFKNGD PNGNGEADE I PF S F I 

SGNGNEDFKFLFAAFGIGDNDDHLWGfcnDGKV^ 

lAKGHDQKFGVYFTWDKNWTGSNESYD^ 

WIDAQYAPLQSVQNNWGTYGDDKQQNIFELDQASNSLKHLPLNGTAPAELRQKTEVGGPLAILDSYYGK 

VTTMPDDAKWRLDLIKEYYVPYMSNVNNYPRVFMTQEDLDKIAHIEADMMDYIYRKRA 

WDDYKKELEKYGLSDYLAIKQKYYDQYQANKN 

SP015 nucleotide (SEQ, ID NO: 23) 

TAGTACAAACTCAAGC ACTAGTCAGAC AGAGAC C AGTAGCTCTGCTCC AAC AGAGGTAAC C ATTAAAAG 
TTCACTGGACGAGGTCAAACTTTCCAAAGTTCCTGAAAAGATTGTGACCTTTGACCTCGGCGCTGCGGA 
TACTATTCGCGCTTTAGGATTTGAAAAAAATATCGTCGGAATGCCTACAAAAACTGTTCCGACTTATCT 
AAAAGACCTAGTGGGAACTGTCAAAAATGTTGGTTCTATGAAAGAACCTGATTTAGAAGCTATCGCCGC 
CC TTGAGC C TGATTTGATTATCGCTTCGCCACGTAC ACAAAAATTCGTAGACAAATTCAAAGAAATC GC 
CC CAACC GTTCTC TTCC AAGCAAGCAAGGAC GACTACTGGACTTCT ACC AAGGCTAATATC GAATC CTT 
AGC AAGTGC CTTC GGC GAAACTGGTAC AC AGAAAGCC AAGGAAGAATTGACC AAGC TAGAC AAGAGC AT 
CCAAGAAGTCGCTACTAAAAATGAAAGCTCTGACAAAAAAGCCCTTGCGATCCTCCTTAATGAAGGAAA 
AATGGCAGCCTTTGGTGCCAAATCTCGTTTCTCTTTCTTGTACCAAACCTTGAAATTCAAACCAACTGA 
TACAAAATTTGAAGACTCACGCCACGGACAAGAAGTCAGCTTTGAAAGTGTCAAAGAAATCAACCCTGA 
CATCCTCTTTGTCATCAACCGTACCCTTGCCATCGGTGGGGACAACTCTAGCAACGACGGTGTCCTAGA 
AAATGCCCTTATCGCTGAAACACCTGCTGCTAAAAATGGTAAGATTATCCAACTAACACCAGACCTCTG 
GTATCTAAGCGGAGGCGGACTTGAATCAACAAAACTCATGATTGAAGACATACAAAAAGCTTTGAAA 

SP015 amino acid (SEQ ID NO: 24) 

STNSSTSQTETSSSAPTEVTIKSSLDEVKLSKVPEKIVTFDLGAADTIRALGFEKNIVGMPTKTVPTYL 

KDLVGTVKOTGSMKEPDLEAIAALEPDLIIASPRTQKFVDKFKEIAPTVLFQASKDDYW 

ASAFGETGTQKAKEELTKLDKSIQEVATKNESSDKKALAILL^^ 

TKFEDSRHGQEVSFESVKEINPDILFVINRTLAIGGDNSSNDGVLENALIAETPAAKNGKIIQLTPDLW 
YLSGGGLESTKLMIEDIQKALK 

SP0X6 nucleotide (SEQ ID NO:25) 

TGGCAATTCTGGCGGAAGTAAAGATGCTGCCAAATCAGGTGGTGACGGTGCCAAAACAGAAATCACTTG 
GTGGGCATTCCCAGTATTTACCCAAGAAAAAACTGGTGACGGTGTTGGAACTTATGAAAAATCAATCAT 
CGAAGCGTTTGAAAAAGCAAACC C AGATATAAAAGTGAAATTGGAAAC CATC GACTTCAAGTCAGGTC C 
TGAAAAAATCACAACAGCCATCGAAGCAGGAACAGCTCCAGACGTACTCTTTGATGCACCAGGACGTAT 
CATC CAATAC GGTAAAAAC GGTAAATTGGCTGAGTTGAATGACCTC TTCACAGATGAATTTGTTAAAGA 
TGTC AAC AATGAAAAC ATC GTACAAGCAAGTAAAGCTGGAGAC AAGGC TTATATGTATC CGATTAGTTC 
TGCCCCATTCTACATGGCAATGAACAAGAAAATGTTAGAAGATGCTGGAGTAGCAAACCTTGTAAAAGA 
AGGTTGGAC AAC TGATGATTTTGAAAAAGTATTGAAAGC ACTTAAAGACAAGGGTTAC AC AC C AGGTTC 
ATTGTTCAGTTCTGGTCAAGGGGGAGACCAAGGAACACGTGCCTTTATCTCTAACCTTTATAGCGGTTC 
TGTAACAGATGAAAAAGTTAGCAAATATACAACTGATGATCCTAAATTCGTCAAAGGTCTTGAAAAAGC 
AACTAGCTGGATTAAAGACAATTTGATCAATAATGGTTCACAATTTGACGGTGGGGCAGATATCCAAAA 
CTTTGCCAACGGTCAAACATCTTACACAATCCTTTGGGCACCAGCTCAAAATGGTATCCAAGCTAAACT 
TTTAGAAGCAAGTAAGGTAGAAGTGGTAGAAGTACCATTCCCATCAGACGAAGGTAAGCCAGCTCTTGA 
GTACCTTGTAAAC GGGTTTGC AGTATTC AAC AAT AAAGAC GAC AAGAAAGTC GCTGC ATCTAAGAAATT 
CATCCAGTTTATCGCAGATGACAAGGAGTGGGGACCTAAAGACGTAGTTCGTACAGGTGCTTTCCCAGT 
CCGTACTTCATTTGGAAAACTTTATGAAGACAAACGCATGGAAACAATCAGCGGCTGGACTCAATACTA 
C TCAC CATACTACAAC AC TATTGATGGATTTGCTGAAATGAGAACACTTTGGTTCC C AATGTTGCAATC 
TGTATCAAATGGTGACGAAAAACCAGCAGATGCTTTGAAAGCCTTCACTGAAAAAGCGAACGAAACAAT 
CAAAAAAGCTATGAAACAA 
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SP016 amino acid (SEQ ID NO: 26) 

GNSGGSKDAAKSGGDGAKTEITWWAFPVFTQEKTGDGVGTYEKSIIEAFEKANPDIKVKLETIDFKSGP 

EKITTAIEAGTAPDVLFDAPGRIIQYGKNGKLAELOT 

APFYMAMNKKMLEDAGVANLVKEGW 

VTDEKVSKYTTDDPKFVKGLEKATSWIKDNLIIMGSQFDGGADIQNFANGQTSYTILWAPAQNGIQAKL 
LEASKVEWEVPFPSDEGKPALEYLWGFAVFNNKDDKKVAASKKFIQFIADDKEW 
RTSFGKLYEDKI^ETISGWTQYYSPYYNTIDGFAEMRTLWFPMLQSVSNGDEKPADALKAFTEKANETI 
KKAMKQ 

SP017 nucleotide (SEQ ID NO: 27) 

TTC AC AAGAAAAAAC AAAAAATGAAGATGGAGAAACTAAGAC AGAAC AGAC AGC C AAAGC TGATGGAAC 
AGTCGGTAGTAAGTCTC AAGGAGCTGC C C AGAAGAAAGCAGAAGTGGTC AAT AAAGGTGATTAC TAC AG 
C ATTC AAGGGAAATAC GATGAAATC ATC GTAGC C AAC AAAC ACTATC C ATTGTCTAAAGACTATAATC C 
AGGGGAAAATCCAACAGCCAAGGCAGAGTTGGTCAAACTCATCAAAGCGATGCAAGAGGCAGGTTTCCC 
TATTAGTGATCATTACAGTGGTTTTAGAAGTTATGAAACTCAGACCAAGCTCTATCAAGATTATGTCAA 
C CAAGATGGAAAGGCAGCAGCTGAC CGTTAC TCTGCCCGTCCTGGCTATAGCGAACACC AGACAGGCTT 
GGCCTTTGATGTGATTGGGACTGATGGTGATTTGGTGACAGAAGAAAAAGCAGCCCAATGGCTCTTGGA 
TCATGCAGCTGATTATGGCTTTGTTGTCCGTTATCTCAAAGGCAAGGAAAAGGAAACAGGCTATATGGC 
TGAAGAATGGC AC C TGCGTTATGTAGGAAAAGAAGCT AAAGAAATTGCTGC AAGTGGTCTCAGTTTGGA 
AGAATAC TATGGCTTTGAAGGC GGAGAC TAC GTCGAT 

SP017 amino acid (SEQ ID NO: 28) 

SQEKTKNEDGETKTEQTAKADGTVGSKSQGA 

GEMPTAKAELVKLIKAMQEAGFPISDHYSGFRSYETQTKLYQDYVNQDGKAAADRYSARPGYSEHQTGL 
AFDVIGTDGDLVTEEKAAQWLLDHAADYGFVVRYLKGKEKETGYMAEEWHLRYVGKEAKEIAASGLSLE 
EYYGFEGGDYVD 

SP019 nucleotide (SEQ ID NO:29) 

GAAAGGTC TGTGGTCAAATAATCTTAC C TGC GGTTATGATGAAAAAATAATCTTGGAAAATATAAATAT 
AAAAATACCTGAAGAAAAAATATCAGTTATTATTGGGTCAAATGGTTGTGGGAAATCAACACTCATTAA 
AAC CTTGTC TCGAC TTAT AAAGC C ATTAGAGGGAGAAGTATTGCTTGATAATAAATC AATTAATTCTTA 
TAAAGAAAAAGATTTAGC AAAAC ACATAGCTATATTAC CTC AATCTC C AATAATC C CTGAATC AATAAC 
AGTAGCTGATC TTGTAAGC CGTGGTC GTTTC C C CTAC AGAAAGCC TTTT AAGAGTCTTGGAAAAGATGA 
CC TTGAAATAATAAAC AGATC AATGGTTAAGGCCAATGTTGAAGATCTAGC AAATAAC CTAGTTGAAGA 
ACTTTCTGGGGGTCAAAGGCAAAGAGTATGGATAGCTCTAGCCCTAGCCCAAGATACAAGTATCCTACT 
TTT AGATGAGC C AACT ACTTACTTGGATATC TC ATATC AAATAGAACT ATTAGAC C TC TTGACTGATCT 
AAACCAAAAATATAAGACAACCATTTGCATGATTTTGCACGATATAAATCTAACAGCAAGATACGCTGA 
TTAC C TATTTGC AATTAAAGAAGGTAAACTTGTTGC AGAGGGAAAGCC TGAAGATATACTAAATGATAA 
ACT AGTTAAAGATATCTTTAATCTTGAAGC AAAAATTATAC GTGAC C CTATTTC CAATTC GCCTCTAAT 
GATTCCTATTGGCAAGCACCATGTTAACTCT 

SP019 amino acid (SEQ ID NO: 30) 

KGLWSNNLTCGYDEKIILENINIKIPEEKISVIIGSNGCGKSTLIKTLSRLIKPLEGEVLLDNKSINSY 
KEKDLAKHIAILPQSPIIPESITVADLVSRGRFPYRKPFKSLGKD^^ 
■ LSGGQRQRVWIALALAQDTSILLLDEPTTYLDISYQIELLDLLTDLNQKYKTTICMILHDINLTARYAD 
YLF AI KEGKLVAEGKPEDI LNDKLVKD I FNLEAKI IRDP I SNS PLMI P IGKHHVS 

SP020 nucleotide (SEQ ID NO:31) 

AAACTC AGAAAAGAAAGCAGACAATGC AACAACTATC AAAATC GCAACTGTTAAC C GTAGC GGTTC TGA 
AGAAAAACGTTGGGAC AAAATCC AAGAATTGGTTAAAAAAGAC GGAATTAC CTTGGAATTTACAGAGTT 
C ACAGACT AC TCAC AAC C AAAC AAAGC AACTGC TGATGGC GAAGTAGATTTGAACGCTTTC CAACACTA 
T AACTTCTTGAAC AACTGGAAC AAAGAAAAC GGAAAAGAC CTTGTAGC GATTGC AGATACTTAC ATC TC 
TCCAATCCGC CTTTACTC AGGTTTGAATGGAAGTGCCAACAAGTACACTAAAGTAGAAGACATC CCAGC 
AAAC GGAGAAATC GCTGTACC GAATGACGC TAC AAAC GAAAGCC GTGC GCTTTATTTGC TTC AATC AGC 
TGGCTTGATTAAATTGGATGTTTCTGGAACTGCTCTTGCAACAGTTGCCAACATCAAAGAAAATCCAAA 
GAAC TTGAAAATCACTGAATTGGAC GCTAGCC AAAC AGCTC GTTC ATTGTC ATCAGTTGAC GC TGC C GT 
TGT AAAC AAT AC C TTCGTTAC AGAAGC AAAATTGGAC TAC AAGAAATC ACTTTTC AAAGAAC AAGC TGA 
TGAAAACTCAAAACAATGGTACAACATCATTGTTGCAAAAAAAGATTGGGAAACATCACCTAAGGCTGA 
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TGCTATC AAGAAAGTAATC GC AGCTTAC CACAC AGATGAC GTGAAAAAAGTTATCGAAGAATC ATC AGA 
TGGTTTGGATC AAC C AGTTTGG 

SP02 0 amino acid (SEQ ID NO: 32) 

NSEKKADNATTIKIATWRSGSEEKRWDKIQELVKKDGITLEFTEFTDYSQPNKATADGEVDLNAFQHY 

NFLNNWNKENGKDLVAIAOT^ 
GLIKLDVSGTALATVANIKENPKNLKITELDASQ 

ENSKQWYNIIVAKKDWETSPKADAIKKVIAAYHTDDVKKVIEESSDGLDQPVW 
SP021 nucleotide (SEQ IP NO:33) 

TTCGAAAGGGTCAGAAGGTGCAGACCTTATCAGCATGAAAGGGGATGTCATTACAGAACATCAATTTTA 
TGAGCAAGTGAAAAGCAACCCTTCAGCCCAACAAGTCTTGTTAAATATGACCATCCAAAAAGTTTTTGA 
AAAACAATATGGCTCAGAGCTTGATGATAAAGAGGTTGATGATACTATTGCCGAAGAAAAAAAACAATA 
TGGCGAAAACTACCAACGTGTCTTGTCACAAGCAGGTATGAGTCTTGAAACACGTAAAGCTCAAATTCG 
TAC AAGTAAATTAGTTGAGTTGGC AGTT AAGAAGGT AGC AGAAGC TGAATTGAC AGATGAAGCC TATAA 
GAAAGC C TTTGATGAGT AC ACTC C AGATGTAACGGCTC AAATC ATC C GTC TTAATAATGAAGATAAGGC 
C AAAGAAGTTC TC GAAAAAGC C AAGGC AGAAGGTGC TGATTTTGCTC AATTAGC C AAAGAT AATTC AAC 
TGATGAAAAAACAAAAGAAAATGGTGGAGAAATTACCTTTGATTCTGCTTCAACAGAAGTACCTGGAGC 
AAGTCCAAAAAAGCCGCTTTTCGCTTTTAGATGTGGGATGGTGTTTCTGGATGTGGATTACAGCAACTG 

GGGCACACCAAGCCTACAG 

3P021 amino acid (SEQ ID NO: 34) 

SKGSEGADLISMKGDVITEHQFYEQVKSNPSAQQVLLNMTIQKVFEKQYGSELDDKEVDDTIAEEKKQY 

' GEOTQRVLSQAGMTLETRKAQIRT^ 
KE^EKAKAEGADFAQLAKDNSTDEKTKENGGEITFDSASTEVPGASPKKPLFAFRCGMVFLDVDYSNW 

GTPSLQ 

SP022 nucleotide (SEQ ID NO:35) 

GGGGATGGCAGCTTTTAAAAATCCTAACAATCAATACAAAGCTATTACAATTGCTCAAACTCTAGGTGA 
TGATGCTTCTTCAGAGGAATTGGCTGGTAGATATGGTTCTGCTGTTCAGTGTACAGAAGTGACTGCCTC 
AAAC C TTTC AACAGTTAAAACTAAAGCTACGGTTGT AGAAAAACC ACTGAAAGATTTT AGAGCGTCTAC 
GTCTGATCAGTCTGGTTGGGTGGAATCTAATGGTAAATGGTATTTCTATGAGTCTGGTGATGTGAAGAC 
AGGTTGGGTGAAAACAGATGGTAAATGGTACTATTTGAATGACTTAGGTGTCATGCAGACTGGATTTGT 
AAAATTTTCTGGTAGCTGGTATTACTTGAGCAATTCAGGTGCTATGTTTACAGGCTGGGGAACAGATGG 
TAGCAGATGGTTCTACTTTGACGGCTCAGGAGCTATGAAGACAGGCTGGTACAAGGAAAATGGCACTTG 
GTATTACCTTGACGAAGCAGGTATCATGAAGACAGGTTGGTTTAAAGTCGGACCACACTGGTACTATGC 
CTACGGTTC AGGAGCTTTGGCTGTGAGC ACAAC AAC AC C AGATGGTTAC C GTGTAAATGGTAATGGTGA 
ATGGGTAAAC 

SP022 amino acid (SEQ ID NO: 36) 

GMAAFKNPNNQYKAITIAQTLGDDASSEEIAGRYGSAVQCTEWASNLSTVKTKATWEKPLKDFRAS 

SDQSGWVESNGKV\T^FYESGDVKTGWVK^ 
SRWFYFDGSGAMKTGWYKENGTWYYLDEAGIMCT 

WVN 

SP023 nucleotide (SEQ ID NO: 37) 

AGACGAGCAAAAAATTAAGCAAGCAGAAGCGGAAGTTGAGAGTAAACAAGCTGAGGCTACAAGGTTAAA 
AAAAATCAAGAC AGATCGTGAAGAAGCAGAAGAAGAAGC TAAAC GAAGAGCAGATGCTAAAGAGC AAGG 
TAAAC C AAAGGGGC GGGC AAAACGAGGAGTTCCTGGAGAGCTAGCAAC AC CTGATAAAAAAGAAAATGA 
TGCGAAGTCTTC AGATTCTAGCGTAGGTGAAGAAAC TCTTCC AAGC CC ATC C CTGAAAC C AGAAAAAAA 
GGTAGC AGAAGCTGAGAAGAAGGTTGAAGAAGCTAAGAAAAAAGC CGAGGATCAAAAAGAAGAAGATC G 
CCGTAACTACCCAACCAATACTTACAAAACGCTTGAACTTGAAATTGCTGAGTCCGATGTGGAAGTTAA 
AAAAGCGGAGCTTGAACTAGTAAAAGAGGAAGCTAAGGAACCTCGAAACGAGGAAAAAGTTAAGCAAGC 
AAAAGCGGAAGTTGAGAGTAAAAAAGCTGAGGCTACAAGGTTAGAAAAAATCAAGACAGATCGTAAAAA 
AGC AGAAGAAGAAGCTAAAC GAAAAGC AGC AGAAGAAGATAAAGTTAAAGAAAAAC CAGCTGAAC AAC C 
AC AAC C AGCGC CGGC TCC AAAAGC AGAAAAAC CAGCTC C AGC TCC AAAAC CAGAGAATC CAGC TGAAC A 
AC CAAAAGC AGAAAAACC AGC TGATCAAC AAGCTGAAGAAGACTATGCTC GTAGATC AGAAGAAGAATA 
TAATCGCTTGACTCAACAGCAACCGCCAAAAACTGAAAAACCAGCACAACCATCTACTCCAAAAACAGG 
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CTGGAAACAAGAAAACGGTATGTGGTACTTCTACAATACTGATGGTTCAATGGCGACAGGATGGCTCCA 
AAACAATGGCTCATGGTACTACCTCAACAGCAATGGCGCTATGGCGACAGGATGGCTCCAAAACAATGG 
TTCATGGTACTATCTAAACGCTAATGGTTCAATGGCAACAGGATGGCTCCAAAACAATGGTTCATGGTA 
CTACCTAAACGCTAATGGTTCAATGGCGACAGGATGGCTCCAATACAATGGCTCATGGTACTACCTAAA 
CGCTAATGGTTCAATGGCGACAGGATGGCTCCAATACAATGGCTCATGGTACTACCTAAACGCTAATGG 
TGATATGGCGACAGGTTGGGTGAAAGATGGAGATACCTGGTACTATCTTGAAGCATCAGGTGCTATGAA 
AGCAAGCCAATGGTTCAAAGTATCAGATAAATGGTACTATGTCAATGGCTCAGGTGCCCTTGCAGTCAA 
CACAACTGTAGATGGCTATGGAGTCAATGCCAATGGTGAATGGGTAAAC 

SP023 amino acid (SEQ ID NO:38) 

DEQKIKQAEAEVESKQAEATRLKKIKTDREEAEEEAKRRADAKEQGKPKGRAKRGVPGELATPDKKEND 

AKSSDSSVGEETLPSPSLKPEKKVAEAEKKVEEAKKKAEDQKEEDRRNYPTNTYKTLELEIAESDVEVK 

KAELELVKEEAKEPRNEEKVKQAKAEVESKKAEATRLEKIKTDRKKAEEEAKRKAAEEDKW 

QPAPAPKAEKPAPAPKPENPAEQPKAEKPADQQAEEDYARRSEEEYNRLTQQQPPKTEKPAQPSTPKTG 

WKQENGMWYFYNTDGSMATGWLQNNGSWYYLNSNGAMATGWLQNNGSW 

YLNAJSTG SMATGWLQYMGSWYYLNANG SMATGWLQ YNG SWYYLNANGDMATGWVKDGDTWYYLEAS GAMK 
AS QWF KVSDKWYYVNGS GALAVNTTVDGYGVNANGEWVN 

SP025 nucleotide (SEQ ID NO:39) 

C TGTGGTGAGGAAGAAAC TAAAAAGACTC AAGC AGC AC AAC AGC C AAAAC AAC AAAC GACTGTAC AAC A 
AATTGCTGTTGGAAAAGATGCTCCAGACTTCACATTGCAATCCATGGATGGCAAAGAAGTTAAGTTATC 
TGATTTTAAGGGTAAAAAGGTTTACTTGAAGTTTTGGGCTTCATGGTGTGGTCCATGCAAGAAAAGTAT 
GCCAGAGTTGATGGAACTAGCGGCGAAACCAGATCGTGATTTCGAAATTCTTACTGTCATTGCACCAGG 
AATTC AAGGTGAAAAAACTGTTGAGC AATTC C C ACAATGGTTC C AGGAAC AAGGAT ATAAGGATATCC C 
AGTTCTTTATGATACCAAAGCAACCACTTCCAAGCTTATCAAATTCGAAGCATTCCTACAGAATATT 

SP0 2 5 amino acid (SEQ ID NO: 40) 

CGEEETKKTQAAQQPKQQTTVQQIAVGKDAPDFTLQSMDGKEVKLSDFKGKKVYLKFWASWCGPCKKS 
PELMELAAKPDRDFEILWIAPGIQGEKTVEQFPQWFQEQGYKX>IPVLYDTKATTSKLIKFEAFLQNI 

SP028 nucleotide (SEQ ID NO:41) 

GACTTTTAACAATAAAACTATTGAAGAGTTGCACAATCTCCTTGTCTCTAAGGAAATTTCTGCAACAGA 

ATTGACCC AAGC AAC ACTTGAAAATATCAAGTC TC GTGAGGAAGC CG TC AATTC ATTTGTC AC C ATCGC 
TGAGGAGCAAGCTCTTGTTCAAGCTAAAGCCATTGATGAAGCtGGAATTGATGCTGACAATGTCCTTTC 
AGGAATTCC AC TTGCTGTT AAGGAT AAC ATC TC TAC AGAC GGTATTCTC ACAACTGC TGCCTC AAAAAT 
GCTCTACAACTATGAGCCAATCTTTGATGCGACagCTgTTGCCAATGCAAAAACCAAGGGCATGATTGT 
CGTTGGAAAGACCAACATGGACGAATTTGCTATGGGTGGTTCAGGtGAAACTTCACACTACGGAGCAAC 
TAAAAACGCTTGGAACCACAGCAAGGTTCCTGGTGGGTCATCAAGTGGTTCTGCCGCAGCTGTAGCCTC 
AGGACAAGTTCGCTTGTCACTTGGTTCTGATACTGGTGGTTCCATCCGCCAACCTGCTGCCTTCAACGG 
AATCGTTGGTCTCAAACCAACCTACGGAACAGTTTCACGTTTCGGTCTCATTGCCTTTGGTAGCTCATT 

AGAC C AGATTGGAC CTTTTGCTC CTAC TGTTAAGGAAAATGC C CTCTTGCTC AACGC TATTGC C AGC GA 
AGATGCTAAAGACTCTACTTCTGCTCCTGTCCGC ATCGC CGACTTTACTTCAAAAATCGGCCAAGAC AT 
CAAGGGTATGAAAATCGCTTTGCCTAAGGAATACCTAGGCGAAGGAATTGATCCAGAGGTTAAGGAAAC 

AATCTTAAAC GC GGC CAAAC ACTTTGAAAAATTGGGTGCTATC GTC GAAGAAGTC AGCC TTC C TCACTC 
TAAATACGGTGTTGCCGTTTATTACATCATCGCTTCATCAGAAGCTTCATCAAACTTGCAACGCTTCGA 
CGGTATCCGTTACGGCTATCGCGCAGAAGATGCAACCAACCTTGATGAAATCTATGTAAACAGCCGAAG 
CCAAGGTTTTGGTGAAGAGGTAAAACGTCGTATCATGCTGGGTACTTTCAGTCTTTCATCAGGTTACTA 
TGATGCCTACTACAAAAAGGCTGGTCAAGTCCGTACCCTCATCATTCAAGATTTCGAAAAAGTCTTCGC 
GGATTACGATTTGATTTTGGGTCCAACTGCTCCAAGTGTTGCCTATGACTTGGATTCTCTCAACCATGA 

C CC AGTTGCC ATGTAC TTAGC CGAC C T ATTGAC C ATACCTGTAAACTTGGC AGGAC TGCCTGGAATTTC 
GATTCCTGCTGGATTCTCTCAAGGTCTACCTGTCGGACTCCAATTGATTGGTCCCAAGTACTCTGAGGA 
AACCATTTACCAAGCTGCTGCTGCTTTTGAAGCAACAACAGACTACCACAAACAACAACCCGTGATTTT 

TGGAGGTGACAAC 

SP0 28 amino acid (SEQ ID NOt42) 

TFNNKTIEELHNLLVSKEISATELTQAT^ 

GI PLAVKDNI STDGILTTAASKMLYNYEP IFDATAVANAKTKGMIVVGKTNM^ 

KNAWl^SKVPGGSSSGSAAAVASGQVRLSLGSDTGGSIRQPAAFNGIVGLKPTYGTVSRFGLIAFGSSL 
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DQIGPFAPTVKENALLLNAIASEDAKDSTSAPVRIADFTSKIGQDIKGMKIALPKEYLGEGIDPEVKET 
ILNAAKHFEKLGAIVEEVSLPHSKYGVAVYYIIASSEASSNLQRFDGIRYGYRAEDATNLDEIYVHSRS 
QGFGEEVKRRIMLGTFSLSSGYYDAYYKKAGQVRTLIIQDFEKVFADYDLILGPTAPSVAYDLDSLNHD 
PVAMYLADLLT I PVNLAGLPGI S I PAGF SQGLPVGLQL I GPKYSEETI YQAAAAFEATTDYHKQQPVIF 
GGDN 

SP030 nucleotide (SKQ ID NO: 43) 

CTTTACAGGTAAACAACTACAAGTCGGCGACAAGGCGCTTGATTTTTCTCTTACTACAACAGATCTTTC 
TAAAAAATCTCTGGCTGATTTTGATGGCAAGAAAAAAGTCTTGAGTGTCGTTCCTTCTATCGATACAGG 
CATCTGCTCAACTCAAACACGTCGTTTTAATGAAGAATTGGCTGGACTGGACAACACGGTCGTATTGAC 
TGTTTCAATGGACCTACCTTTTGCTCAAAAACGTTGGTGCGGTGCTGAAGGCCTTGACAATGCCATTAT 
GCTTTCAGACTACTTTGACCATTCTTTCGGGCGCGATTATGCCCTCTTGATCAACGAATGGCACCTATT 
AGC AC GC GCAGTCTTTQTC CTC GATACTGAC AATAC GATTCGCT AC GTTGAATAC GTGGATAATATC AA 
TTCTGAGCCAAACTTCGAA 

SP0 3 0 amino acid (SEQ ID NO: 44) 

FTGKQLQVGDKALDFSLTTTDLSKKSLADFDGKKKVLSWPSIDTGICSTQTRRFNEELAGLDNTWLT 
VSMDL P FAQKRWC GAEGLDNAIMLS D YFDH S FGRD YALL INEWHLLARAVFVLDTDNTI RYVEYVDNIN 
SEPNFE 

SP031 nucleotide (SEQ ID NO:45) 

C C AGGC TGATAC AAGTATCGC AGAC ATTC AAAAAAGAGGC GAAC TGGTTGTC GGTGTC AAAC AAGAC GT 
TCCCAATTTTGGTTACAAnGATCCCAAGAC CGGTACTTATTCTGGTATCGAAaC C GACTTGGCCAAGAT 
GGTAGCTGATGAACTCAAGGTCAAGATTCGCTATGTGCCGGTTACAGCACAAACCCGCGGCCCCCTTCT 

AGACAATGAAC AGGTC GATATGGAT ATC GC GAC CTTTACC ATC AC GGACGAAC GC AAAAAAC TCTAC AA 
CTTTACCAGTCCCTACTACACAGACGCTTCTGGATTTTTGGTCAATAAATCTGCCAAAATCAAAAAGAT 
TGAGGACCTAAACGGCAAAACCATCGGAGTCGCCCAAGGTTCTATCACCCAACGCCTGATTACTGAACT 
GGGTAAAAAGAAAGGTC TGAAGTTTAAATTC GTC GAACTTGGTTC CTACC CAGAATTGATTAC TTC CCT 
GCACGCTCATCGTATCGATACCTTTTCCGTTGACCGCTCTATTCTATCTGGCTACACTAGTAAACGGAC 
AGC ACTACTAGATGATAGTTTC AAGCC ATC TGACTAC GGTATTGTTAC CAAGAAATC AAATAC AGAGC T 
CAACGACTATCTTGATAACTTGGTTACTAAATGGAGCAAGGATGGTAGTTTGCAGAAACTTTATGACCG 

TTAC AAGCTC AAAC C ATC TAGCC ATAC TGCAGAT 
SP0 31 amino acid (SEQ ID NO: 46) 

QADTSIADIQKRGELWGVKQDVPNFGYXDPKTGTYSGIETDLAKMVADELKVKIRYVPVTAQTRGPLL 
DNEQVDMDIATFTITDERKKLYNFTSPYYTDASGFLVNKSAKIKKIEDLNGKTIGVAQGSITQRLITE 
GKKKGLKFKWELGSYPELITSLHAHRIDTFSVDRSILSGYTSKRTALLDDSFKPSDYGIVTKKSOTEL 
NDYLDNLVTKWSKDGSLQKLYDRYKLKPSSHTAD 

SP032 nucleotide (SEQ ID NO:47) 

GTCTGTATCATTTGAAAACAAAGAAACAAACCGTGGTGTCTTgACTTTCACTATCTCTCAAGACCAAAT 
CAAACCAGAATTGGACCGTGTCTTCAAGtCAGTGAAGAAATCTCTTAATGTTCCAGGTTTCCGTAAAGG 

TCAC CTTC C AC GC CCTATC TTC GACC AAAAATTTGGTGAAGAAGC TCTTTATC AAGATGC AATGAAC GC 
ACTTTTGCCAAACGCTTATGAAGCAGCTGTAAAAGAAGCTGGTCTTGAAGTGGTTGCCCAACCAAAAAT " 
TGACGTAACTTCAATGGAAAAAGGTCAAGACTGGGTTATCACTGCTGAAGTCGTTACAAAACCTGAAGT 
AAAATTGGGTGACTACAAAAACCTTGAAGTATCAGTTGATGTAGAAAAAGAAGTAACTGACGCTGATGT 
CGAAGAGCGTATCGAACGCGAACGCAACAACCTGGCTGAATTGGTTATCAAGGAAGCTGCTGCTGAAAA 
C GGCGACAC TGTTGTGATC GACTTC GTTGGTTC TATC GACGGTGTTGAATTTGACGGTGGAAAAGGTGA 
AAACTTCTCACTTGGACTTGGTTCAGGTCAATTCATCCCTGGTTTCGAAGACCAATTGGTAGGTCACTC 
AGC TGGCGAAACC GTTGATGTTATC GTAACATTCC C AGAAGACT ACCAAGCAGAAGAC CTTGC AGGTAA 
AGAAGCTAAATTC GTGAC AACTATC C ACGAAGT AAAAGCTAAAGAAGTTC CGGCTCTTGACGATGAACT 
TGCAAAAGACATTGATGAAGAAGTTGAAACACTTGCTGACTTGAAAGAAAAATACAGCAAAGAATTGGC 
TGCTGCTAAAGAAGAAGCTTACAAAGATGCAGTTGAAGGTGCAGCAATTGATACAGCTGTAGAAAATGC 
TGAAATC GTAGAACTTC C AGAAGAAATGATC C ATGAAGAAGTTC ACCGTTC AGTAAATGAATTC CTTGG 
GAATTTGC AAC GTC AAGGGATCAACCCTGAC ATGTACTTC C AAATC ACTGGAACTACTC AAGAAGAC CT 
TCACAACCAATACCAAGCAGAAGCTGAGTCACGTACTAAGACTAACCTTGTTATCQAAGCAGTTGCCAA 
AGCTGAAGGATTTGATGCTTC AGAAGAAGAAATC CAAAAAGAAGTTGAGCAATTGGC AGC AGAC T AC AA 
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CATGGAAGTTGCACAAGTTCAAAACTTGCTTTCAGCTGACATGTTGAAACATGATATCACTATCAAAAA 
AGC TGTTGAATTGATC AC AAGC AC AGC AAC AGT AAAA 

SP0 32 amino acid ( SEQ ID NO: 48) 

SVSFENKETNRGVLTFTISQDQIKPELDRVFKSV^ 

LL PNAYEAAVKEAGLEWAQ PKIDVTSMEKGQDWVITAEWTKP EVKLGDYKNLEVSVDVEKEVTDADV 

EERIERERN^AELVIKEAAAENGDTVVIDFVGSIDGVEFDGGKGENFSLGLGSGQFIPGFEDQLVGHS 

AGETVDVIVTFPEDYQAEDLAGKEAKFVTTIHEVKAKEVPALDDELAKDIDEEVETLADLKEKYSKELA 

AAKEEAYKDAVEGAAIDTAVENAEIVELPEEMIHEEVHRSWEFLGNLQRQGINPDMYFQITGTTQEDL 

HNQYQAEAESRTKTNLVIEAVAKAEGFDASEEEI 

AVEL I T STATVK 

SP033 nucleotide (SEQ ID NO:49) 

TGGTC AAAAGGAAAGTC AGAC AGGAAAGGGGATGAAAATTGTGAC C AGTTTTTATC CTATC TAC GCTAT 
GGTT AAGGAAGTATC TGGTGAC TTGAATGATGTTC GGATGATTC AGTC AAGTAGTGGTATTC AC TC CTT 
TGAACCTTCGGCAAATGATATCGCAGCCATCTATGATGCAGATGTCTTTGTTTACCATTCTCATACACT 
C GAATC TTGGGC AGGAAGTC TGGATC C AAATCTAAAAAAATC C AAAGTGAAGGTC TT AGAGGC TTC TGA 
GGGAATGACCTTGGAACGTGTC CC TGGAC T AGAGGATGTGGAAGC AGGGGATGGAGTTGATGAAAAAAC 
GC TCTATGAC C CTC AC AC ATGGCTAGATC C TGAAAAAGC TGGAGAAGAAGCC C AAATTATC GCTGATAA 
ACTTTCAGAGGTGGATAGTGAGCATAAAGAGACTTATCAAAAAAATGCGCAACCTTTATCAAAAAAGCT 

CAGGAAT 

SP0 3 3 amino acid (SEQ ID NO: 50) 

GQKESQTGKGMKIVTSFYPIYAMVKEVSGDLNDVRMIQSSSGIHSFEPSANDIAAIYDADVFVYHSHTL 

ESWAGSLDPNLKKSKVTCVLEASEGMTLERVPGL 

LSEVDSEHKETYQKWAQPLSKKLRN 

SP034 nucleotide (SEQ ID NO:51) 

GAAGGATAGATATATTTTAGC ATTTGAGAC ATC CTGTGATGAGAC C AGTGTC GC CGTCTTGAAAAAC GA 
CGATGAGCTCTTGTCCAATGTCATTGCTAGTCAAATTGAGAGTCACAAACGTTTTGGTGGCGTAGTGCC 
C GAAGTAGC C AGTC GTCACC ATGTCGAGGTC ATTAC AGC CTGTATCGAGGAGGC ATTGGC AGAAGC AGG 
GATTACCGAAGAGGACGTGACAGCTGTTGCGGTTACCTACGGACCAGGCTTGGTCGGAGCCTTGCTAGT 
TGGTTTGTCAGCTGCCAAGGCCTTTGCTTGGGCTCACGGACTTCCACTGATTCCTGTTAATCACATGGC 
TGGGCACCTCATGGCAGCTCAGAGTGTGGAGCCTTTGGAGTTTCCCTTGCTAGCCCTCTTGGTCAGCGG 
C GGAC AC AC AGAGTTGGTTT ATGTTTC GGAGGC AGGAGATTATAAGATTGTTGGGGAAAC C CGTGATGA 
TGC GGTTGGTGAGGC TTATGATAAGGTC GGCC GTGTCATGGGC TTGAC CTATC CTGCAGGTC GTGAGAT 
TGAC GAGCTGGCTC ATC AGGGGC AGGATATTTATGATTTCC C C CGTGCC ATGATTAAGGAAGATAATC T 
GGAGTTCTCCTTCTCAGGTTTGAAATCTGCCTTTATCAATCTTCATCACAATGCCGAGCAAAAGGGAGA 
AAGCCTGTCTACAGAAGATTTGTGTGCTTCCTTCCAAGCAGCAGTTATGGACATTCTCATGGCAAAAAC 
C AAGAAGGC TTTGGAGAAATATC CTGTTAAAATC CTAGTTGTGGC AGGTGGTGTGGC AGC CAATAAAGG 
TCTC AGAGAACGC CTAGCAGC C GAAATCAC AGATGTCAAGGTTATC ATCCC C C CTCTGC GACTCTGC GG 
AGAC AATGCAGGTATGATTGC CTATGC CAGC GTC AGCNAGTGGAAC AAAGAAAACTTC GC AGGCTGGGA 
CCTCAATGCCAAACCAAGTCTTGCCTTTGATACCATGGAA 

SP0 34 amino acid (SEQ ID NO: 52) 

KDRYILAFETSCDETSVAVLKNDDELLSWIASQIESHKRFGGVVPEVASRHHVEVITACIEEALAEAG 
I TEEDVTAVAVTYGPGLVGALLVGLSAAKAF AWAHGL PL I PVNHMAGHLMAAQ S VE PL EF PLLALLVSG 
GHTELVWSEAGDYKIVGETRDDAVGEAYDKVGRVMGLTYPAGREIDEI^QGQDIYDFPRAMIKEDNL 
EFSF SGLKSAF INLHHNAEQKGESLSTEDLCASFQAAVMDILMAKTKKALEKYPVKILVVAGGVAANKG 
LRERLAAEITDVKVIIPPLRLCGDNAGHIAYASVSXWNKENFAGWDLNAKPSLAFDTME 

SP035 nucleotide (SEQ ID NO; 53) 

GGTAGTTAAAGTTGGTATTAACGGTTTCGGACGTATCGGTCGTCTTGCTTTCCGTCGTATCCAAAACGT 

AGAAGGTGTTGAAGTTAC AC GC ATCAAC GAC CTTAC AGATC C AGTTATGC TTGC AC ACTTGTTGAAATA 
" "CGACACAACTCAAGGTCGTTTCGACGGTACTGTTGAAGTTAAAGAAGGTGGATTTGAAGTTAACGGTAA 
ATTCATCAAAGTTTCTGCTGAACGTGATCCAGAACAAATCGACTGGGCTACTGACGGTGTAGAAATCGT 
TCTTGAAGC TACTGGTTTCTTTGCTAAGAAAGAAGCAGC TGAAAAACAC CTTAAAGGTGGAGCTAAAAA 
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AGTTGTTATCACTGCTCCTGGTGGAAACGACGTTAAAACAGTTGTATTCAACACTAACCACGACGTTCT 
TGACGGTACTGAAACAGTTATCTCAGGTGCTTCATGTACTACAAACTGCTTGGCTCCAATGGCTAAAGC 
TCTTCAAGACAACTTTGGTGTTGTTGAAGGATTGATGACTACTATCCACGCTTACACTGGTGACCAAAT 
GATCCTTGACGGACCACACCGTGGTGGTGACCTTCGCCGTGCTCGCGCTGGTGCTGCAAACATCGTTCC 
TAACTCAACTGGTGCTGCAAAAGCTATCGGTCTTGTAATCCCAGAATTGAATGGTAAACTTGACGGATC 
TGCACAACGCGTTCCAACTCCAACTGGATCAGTTACTGAATTGGTAGCAGTTCTTGAAAAGAACGTTAC 
TGTTGATGAAGTGAACGCAGCTATGAAAGCAGCTTCAAACGAATCATACGGTTACACAGAAGATCCAAT 
CGTATCTTCAGATATCGTAGGTATGTCTTACGGTTCATTGTTTGACGCAACTCAAACTAAAGTTCTTGA 
CGTTGACGGTAAACAATTGGTTAAAGTTGTATCATGGTACGACAACGAAATGTCATACACTGCACAACT 
TGTTCGTACTCTTGGAATACTTCGCAAAAATTGC 

SP035 amino acid (SEQ ID NO: 54) 

V\^GINGFGRIGRLAFRRIQWEGVEVTRIITOLTDPWLAHLLKYDTTQGRFDGTVEVKEGGFEWGK 
F IKVS AERD P EQ I DWATDGVE I VL EATGF F AKKEAAEKHLKGGAKKWI TAPGGNDVKTVVFNTNHDVL 
DGTETVISGASCTTNCLAPMAKALQDNFGWEGLMTTIHAYTGDQMILDGPHRGGDLRRARAGAANIVP 
NSTGAAKAIGLVIPELNGKLDGSAQRVPTPTGSVTELVAVLEKWTVDEVNAAMKAASNESYGYTED 
VSSDIVGMSYGSLFDATQTKVLDVDGKQLVKWSWYDNEMSYTAQLVRTLGILRKNC 

SP036 nucleotide (SEQ ID NO: 55} 

TTCTTACGAGTTGGGACTGTATCAAGCTAGAACGGTTAAGGAAAATAATCGTGTTTCCTATATAGATGG 
AAAAC AAGC GAC GC AAAAAAC GGAGAATTTGAC TCCTGATGAGGTTAGC AAGC GTGAAGGAATC AATGC 
TGAGCAAATCGTCATCAAGATAACAGACCAAGGCTATGTCACTTCACATGGCGACCACTATCATTATTA 
C AATGGTAAGGTTC C TTATGAC GC TATC ATC AGTGAAGAATTACTC ATGAAAGATCC AAACTATAAGC T 
AAAAGATGAGGATATTGTTAATGAGGTCAAGGGTGGATATGTTATCAAGGTAGATGGAAAATACTATGT 
TTAC CTTAAGGATGC TGC C C ACGCGGAT AAC GTC C GTAC AAAAGAGGAAATC AATCGAC AAAAAC AAGA 
GC ATAGTC AAC ATC GTGAAGGTGGAACTC C AAGAAAC GATGGTGC TGTTGCCTTGGC ACGTTC GC AAGG 
ACGCTATACTAC AGATGATGGTTATATC TTT AATGC TTCTGATATC ATAGAGGATAC TGGTGATGCTT A 
TATCGTTC CTC ATGGAGATC ATT AC C ATTAC ATTC CTAAGAATGAGTTATC AGCT AGCGAGTTGGCTGC 
TGC AGAAGC C TTC C TATCTGGTC GAGGAAATCTGTCAAATTC AAGAAC CT ATC GCCGAC AAAATAGC GA 
TAACACTTCAAGAACAAACTGGGTACCTTCTGTAAGCAATCCAGGAACTACAAATACTAACACAAGCAA 
CAACAGCAACACTAACAGTCAAGCAAGTCAAAGTAATGACATTGATAGTCTCTTGAAACAGCTCTACAA 
ACTGCCTTTGAGTCAACGACATGTAGAATCTGATGGCCTTGTCTTTGATCCAGCACAAATCACAAGTCG 
AACAGCTAGAGGTGTTGCAGTGCCACACGGAGATCATTACCACTTCATCCCTTACTCTCAAATGTCTGA 
ATTGGAAGAAC GAATC GCTCGTATTATTC C C CTTC GTT ATCGTTC AAAC C ATTGGGTAC C AGATTC AAG 
GCC AGAAC AACC AAGTC C ACAAC C GAC TC CGGAAC CTAGTC C AGGC CC GC AAC CTGCAC C AAATCTTAA 
AATAGAC TC AAATTC TTCTTTGGTTAGTC AGC TGGTAC GAAAAGTTGGGGAAGGATATGTATTCGAAGA 
AAAGGGCATCTCTCGTTATGTCTTTGCGAAAGATTTACCATCTGAAACTGTTAAAAATCTTGAAAGCAA 
GTTATCAAAACAAGAGAGTGTTTCACACACTTTAACTGCTAAAAAAGAAAATGTTGCTCCTCGTGACCA 
AGAATTTTATGATAAAGC ATATAATCTGTTAAC TGAGGC TCATAAAGC C TTGTTTGNAAATAAGGGTC G 
TAATTC TGATTTCC AAGCCTTAGACAAATTATTAGAAC GC TTGAATGATGAATCGACTAATAAAGAAAA 
ATTGGTAGATGATTTATTGGCATTCCTAGCACCAATTACCCATCCAGAGCGACTTGGCAAACCAAATTC 
TCAAATTGAGTATACTGAAGACGAAGTTCGTATTGCTCAATTAGCTGATAAGTATACAACGTCAGATGG 
TTACATTTTTGATGAACATGATATAATCAGTGATGAAGGAGATGCATATGTAACGCCTCATATGGGCCA 
TAGTCAC TGGATTGGAAAAGATAGC C TTTCTGATAAGGAAAAAGTTGC AGC TC AAGC CT ATACTAAAGA 
AAAAGGTATCCTACCTCCATCTCCAGACGCAGATGTTAAAGCAAATCCAACTGGAGATAGTGCAGCAGC 
TATTT AC AATC GTGTGAAAGGGGAAAAACGAATTC C ACTCGTTC GACTTC CATATATGGTTGAGC ATAC 
AGTTGAGGTT AAAAAC GGTAATTTGATTATTC CTCAT AAGGATC ATTACC ATAATATT AAATTTGCTTG 
GTTTGATGATC AC AC AT ACAAAGCTC CAAATGGC TATACCTTGGAAGATTTGTTTGC GAC GATTAAGTA 
CTACGTAGAACACCCTGACGAACGTCCACATTCTAATGATGGATGGG GC AATGC CAGTGAGCATGTGTT 
AGGC AAGAAAGAC C AC AGTGAAGATCC AAATAAGAACTTCAAAGCGGATGAAGAGC C AGTAGAGGAAAC 
ACCTGCTGAGC C AG AAGTCC C TC AAGTAGAGACTGAAAAAGTAGAAGCC CAACTC AAAGAAGCAGAAGT 
TTTGCTTGCGAAAGTAACGGATTCTAGTCTGAAAGCCAATGCAACAGAAACTCTAGCTGGTTTACGAAA 
TAATTTGACTCTTCAAATTATGGATAACAATAGTATCATGGCAGAAGCAGAAAAATTACTTGCGTTGTT 
AAAAGGAAGTAATCCTTCATCTGTAAGTAAGGAAAAAATAAAC 

SP036 amino acid (SEQ ID NO:56) 

SYELGLYQARTVKE3SINRVSYIDGKQATQKTENLTPDEVSKREGINAEQIVIKITDQGYVTSHGDHYHYY 
NGKVP YDAI I S EELLMKD PNYKLKDEDI VNEVKGGYVIKVDGKYYVYLKDAAHADNVRTKEE INRQKQE 
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HSQHREGGTPRNDGAVALARSQGRYTTDDGYIFNASDIIEDTGDAYIVPHGDHYHYIPKNELSASELAA 
AEAFLSGRGNLSNSRTYRRQNSDNTSRTNWP 

LPLSQRHVESDGLVFDPAQITSRTARGVAVPHGDHYHFIPYSQMSELEERIARIIPLRYRSNHWVPDSR 
PEQPSPQPTPEPSPGPQPAPNLKIDSNSSLVSQLVRKVGEGYVFEEKGISRYVFAKDLPSETVKWLESK 
LSKQESVSHTLTAKKEOTAPRDQEFYDKAYNLLTEAHK^ 

LVDDLLAFLAPITHPERLGKPNSQIEYTEDEVRXAQLADKYTTSDGYIFDEHDIISDEGDAYVTPHMGH 

SHWIGKDSLSDKEKVAAQAYTKEKGILPPSPDADVKANPTGDSAAAIYNRVKGEKRIPLVRLPYMVEHT 

VEVKNGNLIIPHKDHYHNIKFAWFDDHTYKAPNGYTLEDLFATIKYYVEHPDERPHSJSTOGWGNASEHVL 

GKKDHSEDPNKNFKADEEPVEETPAEPEVPQVSTEKVEAQLKEA^ 

NLTLQIMDNNS IMAEAEKLLALLKGSNP5S VSKEKIN 

SP038 nucleotide (SEQ ID NO:57) 

TACTGAGATGCATCATAATCTAGGAGCTGAAAAGCGTTCAGCAGTGGCTACTACTATCGATAGTTTTAA 
GGAGCGAAGTCAAAAAGTCAGAGCACTATCTGATCCAAATGTGCGTTTTGTTCCCTTCTTTGGCTCTAG 
TGAATGGCTTCGTTTTGACGGTGCTCATTCTGCGGTATTAGCTGAGAAATACAATCGTTCCTACCGTCC 
TTATCTTTT AGGAC AGGGGGGAGC TGC ATC GCTTAAC C AATATTTTGGAATGC AACAGATGTTACCAC A 
GCTGGAGAATAAACAAGTTGTGTATGTTATCTCACCTCAGTGGTTCAGTAAAAATGGCTATGATCCAGC 
AGCCTTCCAGCAGTATTTTAATGGAGACCAGTTGACTAGTTTTCTGAAACATCAATCTGGGGATCAGGC 
TAGTCAATATGCAGCGACTCGCTTACTGCAACAGTTCCCAAACGTAGCTATGAAGGACCTGGTTCAGAA 
GTTGGCAAGTAAAGAAGAATTGTCGACAGCAGACAATGAAATGATTGAATTATTGGCTCGTTTTAATGA 
ACGCCAAGCTTCCTTTTTTGGTCAGTTTTCGGTTAGAGGCTATGTTAACTACGATAAGCATGTAGCTAA 
GT ATTT AAAAATC TTGCC AGAC CAGTTTTC TTATC AGGC AATAGAAGATGTTGTC AAAGC AGATGCTGA 
AAAAAATACTTCCAATAATGAGATGGGAATGGAAAATTATTTCTATAATGAGCAGATCAAGAAGGATTT 
GAAGAAATTAAAGGATTCTC AGAAAAGCTTTAC CT ATCTCAAGTC GC C AGAGTATAATGNNTTGC AGTT 
GGTTTTAACACAGTTTTCTAAATCTAAGGTAAACCCGATTTTTATCATTCCACCTGTTAATAAAAAATG 
GATGNACTATGCTGGTCTACGAGAGGATATGTACCAACAAACGGTGCAGAAGATTCGCTACCAGTTAGA 
AAGTCAAGGTTTTACCAATATAGCAGATTTTTCTAAGGACGGCGGGGAGCCTTTCTTTATGAAGGACAC 
CATTCACCTTGGTTGGTTGGGTTGGTTGGCTTTTGACAAGGCAGTTGATCCTTTCCTATCCAATCCCAC 
ACCAGCTCCGACTTACCATCTGAATGAGCGCTTTTTCAGCAAAGATTGGGCGACTTATGATGGAGATGT 
CAAAGAA 

SP0 3 8 amino acid (SEQ ID NO: 58) 

TEMHHNLGAEKRSAVATTIDSFKERSQKVRALSDPNVRFVPFFGSSEWLRFDGAHSAVLAEKYNRSYRP 

YLLGQGGAASLNQYFGMQQMLPQLENKQ 

SQYAATRLLQQFP1WAMKDLVQKIJ\SKEE^^ 

YLKILPDQFSYQAIEDWKADAEKNTS^^ 

VLTQFSKSKVNPIFIIPPVNKKl^ 

IHLGWLGWLAFDKAVDPFLSNPTPAPTYHLNERFFSKDWATYDGDVKE 
SP039 nucleotide (SEQ ID NOr59) 

GGTTTTGAGAAAGTATTTGCAGGGGGCCCTGATTGAGTCGATTGAGCAAGTGGAAAATGACCGTATTGT 
GGAAATTAC AGTTTCC AATAAAAAC GAGATTGGAGAC C ATATCCAGGC TACCTTGATTATC GAAATTAT 
GGGGAAAC AC AGTAATATTCTACTGGTCGATAAAAGCAGTC ATAAAATCCTC GAAGTTATC AAACAC GT 
C GGCTTTTCAC AAAATAGCT AC CGC AC CTT AC TTC C AGGATC GAC CTAT ATC GCTCCGC C AAGT AC AAA 
ATCTCTCAATCCTTTTACTATCAAGGATGAAAAGCTCTTTGAAATCCTGCAAACCCAAGAACTAACAGC 
AAAAAATCTTCAAAGCCTCTTTCAAGGTCTGGGACGCGATACGGCAAATGAATTGGAAAGGATACTGGT 
TAGTGAAAAACTTTCCGCTTTCCGAAATTTTTTCAATCAAGAAACCAAGCCATGCTTGACTGAGACTTC 
CTTCAGTCCAGTTCCTTTTGCAAATCAGGTGGGAGAGCCTTTTGCAAATCTTTCTGATTTGTTGGACAC 
CTACTATAAGGATAAGGCTGAGCGCGAC CGC GTC AAAC AGC AGGC C AGTGAACTGATTCGTCGTGTTGA 
AAATGAACTTCAGAAAAACCGACACAAACTCAAAAAACAGGAAAAAGAGTTACTGGCGACAGACAACGC 
TGAAGAATTTC GTCAAAAAGGAGAATTGCTGAC AACCTTCCTCC AC C AAGTGCC TAACGACC AAGAC C A 
GGTT ATCCTAGAC AACTACTAT AC C AAC C AACCTATCATGATTGC GCTTGAT AAGGCTC TGACTCCC AA 
CCAGAATGCCCAACGCTATTTTAAACGGTATCAGAAACTCAAAGAAGCTGTCAAATACTTGACTGATTT 
GATTGAAGAAAC C AAAGC C AC TATTCTCTATCTGGAAAGTGTAGAAAC C GTC CTC AAC C AAGCTGGACT 
GGAAGAAATCGCTGAAATCCGTGAAGAATTGATTCAAACAGGTTTTATCCGCAGAAGACAACGGGAGAA 
AATCC AGAAAC GC AAAAAACTAGAACAAT ATCTAGCAAGCGATGGCAAAACCATCATCTATGTC GGAC G 
AAACAATCTTCAAAATGAGGAATTGACCTTTAAAATGGCCCGCAAGGAGGAACTTTGGTTCCATGCTAA 
GGACATTCCTGGAAGCCATGTTGTCATCTCAGGAAATCTTGACCCATCTGATGCAGTCAAGACAGACGC 
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AGCAGAGTTAGCTGCCTACTTCTCTCAAGGGCGCCTGTCGAATCTGGTGCAGGTAGATATGATTGAAGT 
CAAAAAACTCAATAAACCAACTGGTGGAAAACCCGGCTTTGTCACTTACACAGGACAAAAGACCCTCCG 
CGTCACACCAGACTCCAAAAAAATTGCATCCATGAAAAAATCC 

SP039 amino acid (SEQ ID NO:60) 

VLRKYLQGALIESIEQVENDRIVEITVSNKNEIGDHIQATLIIEIMGKHSNILLVDKSSHKILEVIKHV 
GFSQMSYRTLLPGSTYIAPPSTKSLNPFTIKDEKLFEILQTQELTAKNLQSLFQGLGRDTANELERILV 
S EKL S AFRMFFNQ ETKPCLTETS F S P VPF ANQVGE P F ANLSDLLDT Y YKDKAERDRVKQQ AS EL I RRVE 
MELQPaSTRHKLKKQEKELLATDNAEEFRQKGELLTTFLHQVPNDQDQVILDNYYTNQPIMIALDKALTPN 
QNAQR YFKRYQKLKEAVK YL TDL I EETKAT I L YLE S VETVLNQ AGLEE I AE I REEL I QTGF I RRRQREK 
IQKRKKLEQYLASDGKTIIWGRNNLQN^ 

AELAAYFSQGRLSNLVQVDMIEVKKLNKPTGGKPGFVTYTGQKTLRVTPDSKKIASMKKS 
SP040 nucleotide ( SEQ ID NO: 61) 

GACAACATTTACTATCCATACAGTAGAGTCAGCACCAGCAGAAGTGAAAGAAATTCTTGAAACAGTAGA 
AAAAGACAACAATGGCTATATTCCCAACCTAATCGGTCTCTTGGCCAATGCCCCGACTGTTTTAGAAGC 
CTACCAAATTGTCTCATCTATCCACCGTCGCAACAGCCTGACACCCGTTGAGCGTGAAGTGGTGCAAAT 
CACGGCAGCCGTGACCAATGGTTGTGCCTTCTGTGTCGCAGGTCACACAGCCTTTTCCATCAAACAAAT 
CCAGATGAATGATGACTTGATTCAAGCTCTTCGCAATCGTACTCCAATTGAAACAGATCCTAAATTGGA 
TACCCTAGCTAAGTTTACCTTGGCAGTTATCAATACCAAGGGTCGTGTAGGAGATGAAGCCTTGTCTGA 
GTTTTTAGAAGCTGGCTACACTCAACAAAATGCCTTGGATGTGGTTTTTGGTGTCAGCCTAGCAATCCT 
CTGTAACTATGCCAACAACTTAGCTAATACACCAATTAATCCAGAATTGCAACCTTATGCC 

SP040 amino acid (SEQ ID NO: 62} 

TTFTIHTVESAPAEVKEILETVEKDNNGYIPNLIGLLANAPTVLEAYQIVSSIHRRNSLTPVEREVVQI 
T AAVTNGCAFCVAGHTAF S IKQ IQMNDDL IQ ALRNRTP IETD PKLDTLAKFTLAVINTKGRVGDEALS E 
FLEAGYTQQNALDWFGVSLAILCNYANNLANTPINPELQPYA 

SP041 nucleotide (SEQ ID NO:63) 

GGCTAAGGAAAGAGTGGATGTAC TAGCTTATAAAC AGGGGTTGTTTGAAACGAGAGAGC AGGC CAAGC G 
AGGTGTGATGGCTGGCCTAGTCGTAGCAGTCCTTAATGGAGAACGGTTTGACAAGCCAGGAGAGAAAAT 
TCCAGATGACACCGAATTAAAACTCAAGGGGGAGAAACTCAAGTATGTCAGCCGTGGTGGTTTGAAACT 
GGAAAAGGCCTTGCAGGTCTTTGATTTGTCGGTGGATGGCGCGACTACGATTGATATCGGGGCCTCTAC 
' TGGAGGTTTTAC C GATGTCATGCTAC AGAAT AGTGC C AAGTTGGTCTTTGC AGTCGATGTTGGTAC C AA 
TCAGTTGGCTTGGAAATTACGC C AAGACC C AC GAGTTGTC AGC ATGGAGC AGTTCAATTTCC GCTATGC 
TGAAAAGACTGATTTCGAGC AGGAGCC GAGC TTTGC C AGTATTGATGTGAGTTTC ATTTC C CTTAGTCT 
GATTTTGCCAGCCTTGCACCGTGTCTTGGCTGATCAAGGTCAGGTGGTAGCACTTGTCAAACCTCAGTT 
TGAGGCAGGACGTGAGCAGATTGGGAAAAATGGAATTATTCGAGATGCTAAGGTTCATCAGAATGTCCT 
TGAATCTGTAACAGCTATGGCAGTAGAGGTAGGTTTTTCAGTCCTTGGCTTGGACTTTTCTCCCATCCA 
AGGTGGAC ATGGAAATATTGAATTTTTAGC GTATTTGAAAAAAGAAAAGTCAGC AAGC AATCAGATTC T 
TGCTGAGATTAAAGAAGCAGTAGAGAGGGCGCATAGTCAATTTAAAAATGAA 

SP041 amino acid (SEQ ID NO 2 64) 

AKERVDVIAYKQGLFETREQAKRGVMAGLWAVLNGERFDKPGEKIPDDTELKLKGEKLKYVSRGGLKL 
EKALQVFDLSVDGATTIDIGASTGGFTDVMLQNSAKLVFAVDVGTNQLAWKLRQDPRWSMEQFNFRYA 
EKTDFEQEPSFASrDVSFISLSLILPALHRVLADQGQWALVKPQFEAGREQ 
ESVTAKAVEVGFSVLGLDFSPIQGGHGNIEFLAYLKKEKSASNQILAEIKEAVERAHSQFKNE 

SP042 nucleotide (SEQ ID NO: 65) 

TTGTTC CTATGAAC TTGGTC GTC AC CAAGCTGGTCAGGTTAAGAAAGAGTC TAATC GAGTTTCTTATAT 
AGATGGTGATCAGGCTGGTCAAAAGGCAGAAAACTTGACACCAGATGAAGTCAGTAAGAGGGAGGGGAT 
C AACGCC GAAC AAATNGTNATCAAGATTAC GGATC AAGGTTATGTGAC CTC TC ATGGAGAC C ATTATCA 
TTACTATAATGGC AAGGTTC CTTATGATGC C ATC ATCAGTGAAGAGC TC CTC ATGAAAGATC C GAATTA 
TCAGTTGAAGGATTCAGACATTGTCAATGAAATCAAGGGTGGTTATGTCATTAAGGTAAACGGTAAATA 
C TATGTNT AC C TT AAGG ATGC AGCTC ATGC GGAT AATATTC GGAC AAAAGAAGAGATTAAAC GTC AGAA 
GC AGGAAC GC AGTC AT AATC ATAAC TC AAGAGC AGATAATGCTGTTGC TGC AGCCAGAGCC C AAGGACG 
TTATACAACGGATGATGGGTATATCTTCAATGCATCTGATATCATTGAGGACACGGGTGATGCTTATAT 
CGTTCCTC AC GGC GAC CATTAC CATTAC ATTCCTAAGAATGAGTTATC AGCT AGC GAGTTAGCTGCTGC 
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AGAAGCCTATTGGAATGGGAAGCAGGGATCTCGTCCTTCTTCAAGTTCTAGTTATAATGCAAATCCAGC 
TCAACCAAGATTGTCAGAGAACCACAATCTGACTGTCACTCCAACTTATCATCAAAATCAAGGGGAAAA 
CATTTCAAGCCTTTTACGTGAATTGTATGCTAAACCCTTATCAGAACGCCATGTGGAATCTGATGGCCT 
TATTTTCGACCCAGCGCAAATCACAAGTCGAACCGCCAGAGGTGTAGCTGTCCCTCATGGTAACCATTA 
CCACTTTATCCCTTATGAACAAATGTCTGAATTGGAAAAACGAATTGCTCGTATTATTCCCCTTCGTTA 
TCGTTC AAAC C ATTGGGTACCAGATTCAAGACC AGAAC AACC AAGTC C AC AATCGAC TC C GGAAC CTAG 
TCCAAGTCCGCAACCTGCACCAAATCCTCAACCAGCTCCAAGCAATCCAATTGATGAGAAATTGGTCAA 
AGAAGCTGTTCGAAAAGTAGGCGATGGTTATGTCTTTGAGGAGAAi;GGAGTTTCTCGTTATATCCCAGC 
CAAGGATCTTTCAGCAGAAACAGCAGCAGGCATTGATAGCAAACTGGCCAAGCAGGAAAGTTTATCTCA 
TAAGCTAGGAGCTAAGAAAACTGACCTCCCATCTAGTGATCGAGAATTTTACAATAAGGCTTATGACTT 
ACTAGCAAGAATTCACCAAGATTTACTTGATAATAAAGGTCGACAAGTTGATTTTGAGGCTTTGGATAA 
CCTGTTGGAACGACTCAAGGATGTCNCAAGTGATAAAGTCAAGTTAGTGGANGATATTCTTGCCTTCTT 
AGCTC CGATTC GTCATCC AGAAC GTTTAGGAAAAC C AAATGC GC AAATT AC C TAC ACTGATGATGAGAT 
TCAAGTAGCCAAGTTGGCAGGCAAGTACACAACAGAAGACGGTTATATCTTTGATCCTCGTGATATAAC 
CAGTGATGAGGGGGATGCCTATGTAACTCCACATATGACCCATAGCCACTGGATTAAAAAAGATAGTTT 
GTCTGAAGCTGAGAGAGCGGCAGCCCAGGCTTATGCTAAAGAGAAAGGTTTGACCCCTCCTTCGACAGA 
CCATCAGGATTCAGGAAATAC TGAGGC AAAAGGAGC AGAAGC T ATC T AC AAC C GCGTGAAAGC AGCTAA 
GAAGGTGCC ACTTGATCGTATGC C TTACAATCTTCAATATACTGTAGAAGTC AAAAAC GGTAGTTTAAT 
CATACCTCATTATGACCATTACCATAACATCAAATTTGAGTGGTTTGACGAAGGCCTTTATGAGGCACC 
T AAGGGGTATACTCTTGAGGATC TTTTGGC GACTGTC AAGTACTATGTC G AAC ATC C AAAC G AAC GTCC 
GCATTCAGATAATGGTTTTGGTAACGCTAGCGACCATGTTCAAAGAAACAAAAATGGTCAAGCTGATAC 
CAATCAAACGGAAAAACCAAGCGAGGAGAAACCTCAGACAGAAAAACCTGAGGAAGAAACCCCTCGAGA 
AGAGAAACCGCAAAGCGAGAAACCAGAGTCTCCAAAACCAACAGAGGAACCAGAAGAATCACCAGAGGA 
ATC AGAAGAACCTCAGGTC GAGAC TGAAAAGGTTGAAGAAAAACTGAGAGAGGCTGAAGATTTACTTGG 
AAAAATC C AGGAT 

SP042 amino acid (SEQ ID NO: 66) 

CSYELGRHQAGQVKKESNRVSYIDGDQAGQKAE3STLTPDEVSKREGXNAEQXVIKITDQGYVTSHGDHYH 
YYNGKVPYDAI I SEELLMKDPNYQLKDSDIVNEIK^ 

QERSHIMSRADNAVAAARAQGRYTTDDGYIFNASDIIEDTGDAYIVPHGDHYHYIPKNELSASELAAA 
EAYWNGKQGSRP S S S S S YNANPAQPRL S ENHMLTVT PTYHQNQGENI S SLLRELYAKPLSERHVESDGL 
IFDPAQITSRTARGVAVPHGNHYHF I PYEQMSELEKRIARI I PLRYRSNHWVPDSRPEQP S PQSTPEPS 
PSPQPAPNPQPAPSNPIDEKLVKEAVRKVGDGYVFEENGVSRYIPAKDLSAETAAGIDSKLAKQESLSH 
KLGAKKTDLPSSDREFYNKAYDLIJUIIHQDLL^ 

APXRHPERLGKPNAQlTYTDDEIQVAKXiAGKYTTEDGYIFDPRDITSDEGDAYVTPHMTHSHWIKKDSL 
SEAERAAAQAYAKEKGLTPPSTDHQDSGNTEAKGAEAIYNRVK^ 

I PHYDH YHNI KF EWFDEGL YEAPKGYTLEDLLATVKYYVEH PNERPHSDNGFGNASDHVQRKKNGQADT 
NQTEKPSEEKPQTEKPEEETPREEKPQSEKPESPKPTEEPEESPEESEEPQVETEKVEEKLREAEDLLG 
KIQD 

SP043 nucleotide (SEQ ID NO: 67) 

TTATAAGGGTGAATTAGAAAAAGGATACCAATTTGATGGTTGGGAAATTTCTGGTTTCGAAGGTAAAAA 
AGAC GCTGGCTATGTTATTAATCTATC AAAAGATACCTTTATAAAAC C TGTATTC AAGAAAATAGAGGA 
GAAAAAGGAGGAAGAAAATAAACCTACTTTTGATGTATCGAAAAAGAAAGATAACCCACAAGTAAACCA 
TAGTCAATTAAATGAAAGTCACAGAAAAGAGGATTTACAAAGAGAAGAGCATTCACAAAAATCTGATTC 
AACTAAGGATGTTACAGCTACAGTTCTTGATAAAAACAATATCAGTAGTAAATCAACTACTAACAATCC 
TAATAAG 

SP043 amino acid (SEQ ID NO: 68) 

YKGELEKGYQFDGWEISGFEGKKDAGYVINLSKDTFIKPVFKKIEEKKEEENKPTFDVSKKKDNPQVNH 
SQLNESHRKEDLQREEHSQKSDSTKDVTATVLDKNNISSKSTTNHPNK 

SP044 nucleotide (SEQ ID NO: 69) 

GAATGTTCAGGCTC AAGAAAGTTCAGGAAAT AAAATC C AC TTTATC AATGTTC AAGAAGGTGGC AGTGA 
TGCGATTATTCTTGAAAGCAATGGACATTTTGCCATGGTGGATACAGGAGAAGATTATGATTTCCCAGA 
TGGAAGTGATTCTCGCTATCCATGGAGAGAAGGAATTGAAACGTCTTATAAGCATGTTCTAACAGACCG" 
TGTCTTTCGTCGTTTGAAGGAATTGGGTGTCCAAAAACTTGATTTTATTTTGGTGACCCATACCCACAG 
TGATCATATTGGAAATGTTGATGAATTACTGTCTACCTATCCAGTTGACCGAGTCTATCTTAAGAAATA 
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TAGTGATAGTCGTATTACTAATTCTGAACGTCTATGGGATAATCTGTATGGCTATGATAAGGTTTTACA 
GACTGCTGCAGAAAAAGGTGTTTCAGTTATTCAAAATATCACACAAGGGGATGCTCATTTTCAGTTTGG 
GGACATGGATATTCAGCTCTATAATTATGAAAATGAAACTGATTCATCGGGTGAATTAAAGAAAATTTG 
GGATGACAATTCCAATTCCTTGATTAGCGTGGTGAAAGTCAATGGCAAGAAAATTTACCTTGGGGGCGA 
TTTAGATAATGTTCATGGAGCAGAAGACAAGTATGGTCCTCTCATTGGAAAAGTTGATTTGATGAAGTT 
TAATC ATC ACC ATGATACC AACAAATC AAATAC C AAGGATTTC ATT AAAAATTTGAGTC CGAGTTTGAT 
TGTTCAAACTTCGGATAGTCTACCTTGGAAAAATGGTGTTGATAGTGAGTATGTTAATTGGCTCAAAGA 
ACGAGGAATTGAGAGAATCAACGCAGCCAGCAAAGACTATGATGCAACAGTTTTTGATATTCGAAAAGA 
CGGTTTTGTCAATATTTCAACATCCTACAAGCCGATTCCAAGTTTTCAAGCTGGTTGGCATAAGAGTGC 
ATATGGGAACTGGTGGTATCAAGCGCCTGATTCTACAGGAGAGTATGCTGTCGGTTGGAATGAAATCGA 
AGGTGAATGGTATTACTTTAACCAAACGGGTATCTTGTTACAGAATCAATGGAAAAAATGGAACAATCA 
TTGGTTCTATTTGACAGACTCTGGTGCTTCTGCTAAAAATTGGAAGAAAATCGCTGGAATCTGGTATTA 
TTTTAACAAAGAAAACCAGATGGAAATTGGTTGGATTCAAGATAAAGAGCAGTGGTATTATTTGGATGT 
TGATGGTTCTATGAAGACAGGATGGCTTCAATATATGGGGCAATGGTATTACTTTGCTCCATCAGGGGA 
A 

SP044 amino acid (SEQ ID NO;70) 

WQAQSSSGNKIHFIWQEGGSDAIILESNGHFAMVDTGEDYDFPDGSDSRYPWREGIETSYKHVLTDR 

VFRRLKELGVQKLDFILVTHTHSDHIGJN^^ 

TAAEKGVSVIQNITQGDAHFQFGDMDIQLYNYENET^ 

LDNVHGAEDKYG PL IGKVDLMKFNHHHDTNKSNTKDF IKNL S P S L I VQTSDSLPWKNGVDSEYVNWLKE 
RGI ERINAASKDYDATVFDI RKDGFVNI STS YKP I P SFQ AGV^KSAYGNWWYQAPD STGE YAVGWNE I E 
GEWYYFNQTGILLQNQWKKWNN^ 
DGSKECTGWLQYKGQWYYFAPSGE 

SP045 nucleotide (SEQ XD NO;71) 

CTTGGGTGTAACCCATATCCAGCTCCTTCCAGTCTTGTCTTACTACTTTGTCAATGAATTGAAAAACCA 
TGAAC GCTTGTCTGAC TAC GCTTC AAGC AAC AGC AACTAC AACTGGGGATATGAC C CTC AAAACTAC TT 
CTCCTTGAC TGGTATGTACTCAAGC GATC CTAAGAATCC AGAAAAACGAATC GC AGAATTTAAAAACCT 
CATCAACGAAATCCACAAACGTGGTATGGGAGCTATCCTAGATGTCGTTTATAACCACACAGCCAAAGT 
C GATC TCTTTGAAGATTTGGAAC C AAACT ACTACCACTTTATGGATGCCGATGGCAC AC CTCGAACTAG 
CTTTGGTGGTGGAC GC TTGGGGAC AACCC AC C AT ATGAC C AAAC GGCTCC TAATTGACTCTATCAAATA 
CCT AGTTGATAC CTACAAAGTGGATGGCTTC CGTTTC GATATGATGGGAGAC C ATGAC GCCGCTTCTAT 
CGAAGAAGCTTACAAGGCTGCACGCGCCCTCAATCCAAACCTCATCATGCTTGGTGAAGGTTGGAGAAC 
CTATGCCGGTGATGAAAACATGCCTACTAAAGCTGCTGACCAAGATTGGATGAAACATACCGATACTGT 
CGCTGTCTTTTCAGATGACATCCGTAACAACCTCAAATCTGGTTATCCAAACGAAGGTCAACCTGCCTT 
TATCACAGGTGGCAAGCGTGATGTCAACACCATCTTTAAAAATCTCATTGCTCAACCAACTAACTTTGA 
AGCTGACAGCCCTGGAGATGTCATCCAATACATCGCAGCCCATGATAACTTGACCCTCTTTGACATCAT 
TGCCCAGTCTATCAAAAAAGACCCAAGCAAGGCTGAGAACTATGCTGAAATCCACCGTCGTTTACGACT 
TGGAAATCTC ATGGTCTTGACAGCTCAAGGAACTC CATTTATCC ACTCCGGTC AGGAATATGGAC GT AC 
TAAACAATTCCGTGACCCAGCCTACAAGACTCCAGTAGCAGAGGATAAGGTTCCAAACAAATCTCACTT 
GTTGC GTGATAAGGAC GGCAACC C ATTTGACT ATC CTTACTTCATC C ATGAC TC TTACGATTCTAGTGA 
TGCAGTCAACAAGTTTGACTGGACTAAGGCTACAGATGGTAAAGCTTATCCTGAAAATGTCAAGAGCCG 
TGACTATATGAAAGGTTTGATTGCCCTTCGTCAATCTACAGATGCCTTCCGACTTAAGAGTCTTCAAGA 
TATC AAAGACC GTGTC CACCTCATC AC TGTC CC AGGCCAAAATGGTGTGGAAAAAGAGGATGTAGTGAT 
TGGCTACCAAATCACTGCTCQAAACGGCGATATCTACGCAGTCTTTGTCAATGCGGATGAAAAAGCTCG 
CGAATTTAATTTGGGAACTGCCTTTGCACATCTAAGAAATGCGGAAGTTTTGGCAGATGAAAACCAAGC 
AGGACCAGTCGGAATTGCCAACCCGAAAGGACTTGAATGGACTGAAAAAGGCTTGAAATTGAATGCCCT 
TACAGCTACTGTTCTTCGAGTCTCTCAAAATGGAACTAGCCATGAGTCAACTGCAGAAGAGAAACCAGA 
CTCAACCCCTTCCAAGCCTGAACATCAAAATGAAGCTTCTCACCCTGCACATCAAGACCCAGCTCCAGA 
AGCTAGACCTGATTCTACTAAACCAGATGCCAAAGTAGCTGATGCGGAAAATAAACCTAGCCAAGCTAC 
AGCTGATTC AC AAGCTGAAC AACC AGC AC AAGAAGCAC AAGC ATCATC TGTAAAAGAAGCGGTTC GAAA 
CGAATCGGTAGAAAACTCTAGCAAGGAAAATATACCTGCAACCCCAGATAAACAAGCTGAA 

SP045 nucleotide (SEQ ID NO: 72) 

LGWHIQLLPVLSYYFVNELKNHERL^ 

INEIHKRGMGAILDVVYlsnBTAKVDLFEDLEPNYYHFMDADGTPRTSFGGGRLGTTHHMT 

LVDT YKVDGFRFDMMGDHDAAS I EEAYKAARALNPNLIMLGEGWRTYAGDENMPTKAADQDWMKHTDTV 
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AVF S DD I RNNLKSG YPNEGQ P AF ITGGRRDVNT I F KNL I AQ PTNFE AD S PGDVI Q Y I AAHDNLTL FDI I 
AQ S I KKD P S KAENYAE I HRRLRLGNLMVLT AQGT P F I H S GQE Y GRTK.Q F RD P AYKT P VAED K VPNK S HL 
LRDKDGNPFDYPYFIHDSYDSSDAVNKFDWTKATDGKAYPENVKSRDYMKGLIALRQSTDAFRLKSLQD 
I KDRVHL ITVPGQNGVEKEDWI GYQI T APNGD I YAVFVNADEKAREFNLGTAF AHLRNAEVLADENQA 
GPVGIANPKGLEWTEKGLKLNALTATVLRVSQNGTSHESTAEEKPDSTPSKPEHQNEASHPAHQDPAPS 
ARPDSTKPDAKVADAENKPSQATADSQAEQPAQEAQASSVKEAVRNESVENSSKENIPATPDKQAE 

SP046 nucleotide (SEQ ID 130:73), 

TAGTGATGGTACTTGGCAAGGAAAACAGTATCTGAAAGAAGATGGCAGTCAAGCAGCAAATGAGTGGGT 
TTTNGATACTCATTATCAATCTTGGTTCTATATAAAAGCAGATGCTAACTATGCTGAAAATGAATGGCT 
AAAGC AAGGTGAC GAG TATTTTT ACC TC AAATCTGGTGGCT ATATGGC CAAATC AGAATGGGTAGAAGA 
CAAGGGAGCCTTTTATTATCTTGACCAAGATGGAAAGATGAAAAGAAATGCTTGGGTAGGAACTTCCTA 
TGTTGGTGCAACAGGTGCCAAAGTAATAGAAGAGTGGGTCTATGATTCTCAATACGATGCTTGGTTTTA 
TATCAAAGC AGATGGACAGC AC GC AGAGAAAGAATGGCTCC AAATTAAAGGGAAGGAC TATTATTTC AA 
ATCCGGTGGTTATCTACTGACAAGTCAGTGGATTAATCAAGCTTATGTGAATGCTAGTGGTGCCAAAGT 
ACAGCAAGGTTGGCTTTTTGACAAACAATACCAATCTTGGTTTTACATCAAAGAAAATGGAAACTATGC 
TGATAAAGAATGGATTTTCGAGAATGGTCACTATTATTATCTAAAATCCGGTGGCTACATGGCAGCCAA 
TGAATGGATTTGGGATAAGGAATCTTGGTTTTATCTCAAATTTGATGGGAAAATGGCTGAAAAAGAATG 
GGTCTACGATTCTCATAGTCAAGCTTGGTACTACTTCAAATCCGGTGGTTACATGACAGCCAATGAATG 
GATTTGGGATAAGGAATCTTGGTTTTACCTCAAATCTGATGGGAAAATAGCTGAAAAAGAATGGGTCTA 
CGATTCTCATAGTCAAGCTTGGTACTACTTCAAATCTGGTGGCTACATGGCGAAAAATGAGACAGTAGA 
TGGTTATCAGCTTGGAAGCGATGGTAAATGGCTTGGAGGAAAAACTACAAATGAAAATGCTGCTTACTA 
TCAAGTAGTGCCTGTTACAGCCAATGTTTATGATTCAGATGGTGAAAAGCTTTCCTATATATCGCAAGG 
TAGTGTCGTATGGCTAGATAAGGATAGAAAAAGTGATGACAAGCGCTTGGCTATTACTATTTCTGGTTT 
GTCAGGCTATATGAAAACAGAAGATTTACAAGCGCTAGATGCTAGTAAGGACTTTATCCCTTATTATGA 
GAGTGATGGCCACCGTTTTTATCACTATGTGGCTCAGAATGCTAGTATCCCAGTAGCTTCTCATCTTTC 
TGATATGGAAGTAGGCAAGAAATATTATTCGGCAGATGGCCTGCATTTTGATGGTTTTAAGCTTGAGAA 
TCCCTTCCTTTTCAAAGATTTAACAGAGGCTACAAACTACAGTGCTGAAGAATTGGATAAGGTATTTAG 
TTTGCTAAACATTAACAATAGCCTTTTGGAGAACAAGGGCGCTACTTTTAAGGAAGCCGAAGAACATTA 
CCATATCAATGCTCTTTATCTCCTTGCCCATAGTGCCCTAGAAAGTAACTGGGGAAGAAGTAAAATTGC 
C AAAGATAAGAATAATTTC TTTGGC ATTAC AGCCT ATGATACGACCCCTTAC C TTTC TGCTAAGACATT 
TGATGATGTGGATAAGGGAATTTTAGGTGCAACCAAGTGGATTAAGGAAAATTATATCGATAGGGGAAG 
AACTTTCCTTGGAAACAAGGCTTCTGGTATGAATGTGGAATATGCTTCAGACCCTTATTGGGGCGAAAA 
AATTGCTAGTGTGATGATGAAAATCAATGAGAAGCTAGGTGGCAAAGAT 

SP046 amino acid ( SEQ ID NO: 74) 

SDGTWQGKQYLKEDGSQAAJSTEWVXDTHYQSWFYI 

KGAF YYLDQDGKMKRNAWVGT S YVGATGAKVT EDWVYD S Q YDAWFY I KADGQHAEKEWLQIKGKD YYF K 
SGGYLLT S QWINQAYWASGAKVQQGWLFDKQYQSWF Y IKENGNYADKEWI FENGH YYYLKS GG YMAAM 
EWIWDKESWFYLKFDGKMAEKEW^^ 
DSHSQAWYYFKSGGYMAKNETVDGYQLGSDGKWLGGKT 

SVVWLDKDRKSDDKRIJ^ITISGLSGYMKTEDLQALDASKDFIPYYESDGHRFYHYVAQNASIPVASHLS 

DMEVGKKYYSADGLHFDGFKIjENPFLFKDLTI^ 

HINALYLLAHSALESNWGRSKIAKDK^ 

TFLGNKASGMNVEYASD P YWGEKI ASVMMKINEKLGGKD 

SP048 nucleotide (SEQ ID NO:75) 

TGGGATTCAATATGTCAGAGATGATACTAGAGATAAAGAAGAGGGAATAGAGTATGATGACGCTGACAA 
TGGGGATATTATTGTAAAAGTAGCGACTAAACCTAAGGTAGTAACCAAGAAAATTTCAAGTACGCGAAT 
TCGTTATGAAAAAGATGAAACAAAAGACCGTAGTGAAAATCCTGTTACAATTGATGGAGAGGATGGCTA 
TGTAACTACGACAAGGACCTACGATGTTAATCCAGAGACTGGTTATGTTACCGAACAGGTTACTGTTGA 
TAGAAAAGAAGCCACGGATACAGTTATCAAAGTTCCAGCTAAAAGCAAGGTTGAAGAAGTTCTTGTTCC 
ATTTGCTACTAAATATGAAGCAGACAATGACCTTTCTGCAGGACAGGAGCAAGAGATTACTCTAGGAAA 
GAATGGGAAAACAGTTACAACGATAACTTATAATGTAGATGGAAAGAGTGGACAAGTAACTGAGAGTAC 
TTTAAGTC AAAAAAAAGACTC t C AAACAAGAGTTGTTAAAAAAAGaAC C Ar kC C C CAAGTTCTTGTCC A 
AGAAATTCCAATCGAAACAGAATATCTCGATGGCCCaACTCTTGATAAAaGTCAAGAAGTAGAAGAAGT 
AGG AGAAATTGGTAAATTAC TCTTACTACAATCTATACTGGTAGATGAAC GTGATGGAAC AATTGAAGA 
AACTACTTCTCGTCAAATT ACTAAAGAGATGGTAAAAAGACGTATAAGGAGAGGGAC GAGAGAAC CTGA 
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AAAAGTTGTTGTTCCTGAGCAATCATCTATTCCTTCGTATCCTGTATCTGTTACATCTAACCAAGGAAC 
AGATGTAGCAGTAGAACCAGCTAAAGCAGTTGCTCCAACAACAGACTGGAAACAAGAAAATGGTATGTG 
GTATTTTTATAATACTGATGGTTCCATGGCAACAGGTTGGGTACAAGTTAATAGTTCATGGTACTACCT 
CAACAGCAACGGTTCTATGAAAGTCAATCAATGGTTCCAAGTTGGTGGTAAATGGTATTATGTAAATAC 
ATCGGGTGAGTTAGCGGTCAATACAAGTATAGATGGCTATAGAGTCAATGATAATGGTGAATGGGTGCG 
T 

SP04 8 amino acid (SEQ 10 NO: 76} 

GIQWRDDTRDKEEGIEYDDADWGDIIVKVATKPKWTKKISSTRIRYEKDETKDRSENPVTIDGEDGY 

OTTTRTYDVNPETGYVTEQVTVDRKEATDTVIKVPAKSKVEEVLVPFATKYEADNDLSAGQEQEITLGK 

NGKTVTTITYWDGKSGQVTESTLSQKKDSQTRVVKKRTXPQVLVQEIPIETEYLDGPTLDKSQEVEEV 

GEIGKLLLLQSILVDERDGTIEETTSRQITKEMVKRRIRRGTREPEKVWPEQSSIPSYPVSVTSMQGT 

DVAVEPAKAVAPTTDWKQENGMWYFYNTDGSMATGW^ 

SGEL AWT S IDGYRVNDNGEWVR 

SP049 nucleotide (SEQ ID NO: 77) 

GGATAATAGAGAAGCATTAAAAACCTTTATGACGGGTGAAAATTTTTATCTCCAACATTATCTAGGAGC 
ACATAGGGAAGAACTAAATGGAGAGCATGGCTATACCTTCCGTGTTTGGGCACCTAATGCTCAGGCTGT 
TCACTTGGTTGGTGATTTTACGAACTGGATTGAAAATCAGATTCCAATGGTAAGAAATGATTTTGGGGT 
CTGGGAAGTCTTTACCAATATGGCTCAAGAAGGGCATATTTACAAATATCATGTCACACGTCAAAATGG 
TCATCAACTGATGAAGATTGACCGTTTTGCTGTCAGGTATGAGGCTCGTCCAGGAACAGGGGCAATCGT 
AACAGAGCTTCCTGAGAAGAAATGGAAGGATGGACTTTGGCTGGCACGAAGAAAACGTTGGGGCTTTGA 
AGAGC GTC C TGTC AAT ATTTATGAAGTTC ACGC TGGATC ATGGAAAAGAAATTCTGATGGC AGTCCTTA 
TAGTTTTGCCCAGCTCAAGGATGAACTCATTCCTTATCTCGTTGAAATGAACTATACTCATATTGAGTT 
TATGCCCTTGATGTCCCATCCTTTGGGCTTGAGTTGGGGGTATCAGCTTATGGGTTACTTCGCTTTAGA 
GC ATGC TTATGGC C GACC AGAGG AGTTTC AAGATTTTGTC 

SP049 amino acid (SEQ ID NO: 78) 

DNREALKTFMTGENFYLQHYLGAHREEIJSfGEHGYTFRVWAPNAQAVHLVGDFTNWI ENQI PMVRNDFGV 
WET^FTNMAQEGHIYKYWTRQNGHQ 

ERPVNIYEVHAGSWKRNSDGSPYSFAQLKDELIPYLVEMNYTHIEFMPLM 
HAYGRPEEFQDFV 

SP05Q nucleotide (SEQ ID NO:79) 

AGATTTTGTCGAGGAGTGTCATACCCATAATATTGGGGTTATTGTGGACTGGGTACCAGNTCACTTTAC 
CATCAACGATGATGCCTTAGCCTATTATGATGGGACACCGACTTTTGAATACCAAGACCATAATAAGGC 
TCATAACCATGGTTGGGGTGCCCTTAATTTTGACCTTGGAAAAAATGAAGTCCAGTCCTTCTTAATTTC 
TTGC ATT AAGC ATTGGATTGATGTC T ATCATTTGGATGGT ATTC GTGTGGATGC TGTTAGC AAC ATGCT 
CTATTTGGACTATGATGATGCTCCATGGACACCTAATAAAGATGGCGGAAATCTCAACTATGAAGGTTA 
TTATTTCCTTCAGCGCTTGAATGAGGTTATTAAGTTAGAATATCCAGATGTGATGATGATTGCAGAAGA 
AAGTTCGTCTGC GATC AAGATTAC GGGAATGAAAGAGATTGGTGGTCTAGGATTTGAC TAC AAATGGAA 
CATGGGCTGGATGAATGATATCCTCCGTTTCTACGAAGAAGATCCGATCTATCGTAAATATGACTTTAA 
CCTGGTGACTTTCAGCTTTATGTATGTTTNCAAGGAGAATTATCTCTTGCCATTCTCGCACGATGAAGT 
GGTTCATGGCAAGAAGAGTATGATGCATAAGATGTGGGGAGATCGTTACAATCAATTCGCAGGCTTGCG 
CAATCTCTATACGTACCAAATTTGTCACCCTGGTAAGAAATTGCTCTTCATGGGTAGCGAATACGGTCA 
ATTC C TAGAATGGAAATCTGAAGAAC AGTTGGAATGGTC TAAC C TAGAAGAC C C AATGAATGC T AAGAT 
GAAGTATTTCGCTTCTCAGCTAAACCAGTTTTACAAAGATCATCGCTGTCTGTGGGAAATTGATACCAG 
C TATGATGGTATTGAAATC ATTGATGCGGAT AATC GAGACCAGAGTGTTCTTTC CTTTATTC GTAAGGG 
TAAAAAGGGA 

SP0 50 amino acid (SEQ ID NO: 80) 

DFVEECHTHNIGVI VDWVPXHFT INDDALAYYDGTPTFEYQDHNKAHI^GWGALNFDLGKNEVQSFL I S 

CIKHWIDVYHLDGIRVDAVSNMLYLDYDDAPWTPN^ 

SSSAIKITGMKEIGGLGFDYKTOIMGWM^ 

VHGKKSMMHKMWGDRYNQFAGLRMjYTYQICH^^ 

KYFASQLNQFYKDHRCLWEIDTSYDGIEIIDADNRDQSVLSFIRKGKKG 
SP0 51 nucleotide (SEQ ID NO: 81) 
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ATC TGTAGTTT ATGC GGATGAAAC AC TTATTAC TC ATAC TGC TGAGAAAC CTAAAGAGGAAAAAATGAT 
AGTAGAAGAAAAGGC TGATAAAGCTTTGGAAAC TAAAAAT ATAGTTGAAAGGAC AGAAC AAAGTGAAC C 
TAGTTC AACTGAGGCT ATTGCATCTGAGNAGAAAGAAGATGAAGC C GTAACTC CAAAAGAGGAAAAAGT 
GTCTGCTAAACCGGAAGAAAAAGCTCCAAGGATAGAATCACAAGCTTCAAATCAAGAAAAACCGCTCAA 
GGAAGATGCTAAAGCTGTAACAAATGAAGAAGTGAATCAAATGATTGAAGACAGGAAAGTGGATTTTAA 
TCAAAATTGGTACTTTAAACTCAATGCAAATTCTAAGGAAGCCATTAAACCTGATGCAGACGTATCTAC 
GTGGAAAAAATTAGATTTACCGTATGAC TGGAGTATCTTTAACGATTTC GATC ATGAATC TC C TGC AC A 
AAATGAAGGTGGAC AGCTC AAC GGTGGGGAAGC TTGGTATCGC AAGAC TTTC AAAC TAGATGAAAAAGA 
CCTCAAGAAAAATGTTCGCCTTACTTTTGATGGCGTCTACATGGATTCTCAAGTTTATGTCAATGGTCA 
GTTAGTGGGGCATTATCCAAATGGTTATAACCAGTTCTCATATGATATCACCAAATACCTTCAAAAAGA 
TGGTCGTGAGAATGTGATTGCTGTCC ATGC AGTC AAC AAAC AGC C AAGT AGC CGTTGGTATTCAGGAAG 
TGGTATCTATCGTGATGTGACTTTACAAGTGACAGATAAGGTGCATGTTGAGAAAAATGGGACAACTAT 
TTTAACACCAAAACTTGAAGAACAACAACATGGCAAGGTTGAAACTCATGTGACCAGCAAAATCGTCAA 
TACGGAC GAC AAAGAC C ATGAACTTGT AGC C GAATATC AAATC GTTGAAC GAGGTGGTC ATGCTGTAAC 
AGGC TTAGTTC GTAC AGC GAGTC GTACC TTAAAAGC AC ATGAATC AAC AAGC CTAGATGC GATTTTAGA 
AGTTGAAAGACCAAAACTCTGGACTGTTTTAAATGACAAACCTGCCTTGTACGAATTGATTACGCGTGT 
TTAC CGTGACGGTCAATTGGTTGATGCTAAGAAGGATTTGTTTGGTTAC CGTTACTATCACTGGACTC C 
AAATGAAGGTTTC TCTTTGAATGGTGAACGTATTAAATTC C ATGGAGT ATCC TTGC AC C ACGAC CATGG 
GGCGCTTGGAGCAGAAGAAAACTATAAAGC AGAATATC GC C GTC TCAAACAAATGAAGGAGATGGGAGT 
TAACTCCATCCGTACAACCCACAACCCTGCTAGTGAGCAAACCTTGCAAATCGCAGCAGAACTAGGTTT 
AC TC GTTC AGGAAGAGGC CTTTGATAC GTGGT ATGGTGGC AAGAAACC TTATGAC TATGGAC GTTTC TT 
TGAAAAAGATGCCACTCACCCAGAAGCTCGAAAAGGTGAAAAATGGTCTGATTTTGACCTACGTACCAT 
GGTCGAAAGAGGCAAAAACAACCCTGCTATCTTCATGTGGTCAATTGGTAATGAAATAGGTGAAGCTAA 
TGGTGATGCCCACTCTTTAGCAACTGTTAAACGTTTGGTTAAGGTTATCAAGGATGTTGATAAGACTCG 
C TATGTTAC CATGGGAGCAGATAAATTC CGTTTC GGTAATGGT AGC GGAGGGC ATGAGAAAATTGCTGA 
TGAACTCGATGCTGTTGGATTTAACTATTCTGAAGATAATTACAAAGCCCTTAGAGCTAAGCATCCAAA 
ATGGTTGATTTATGGATCAGAAAC ATCTTCAGC TAC CC GTAC ACGTGGAAGTTAC TATC GCC C TGAACG 
TGAATTGAAAC ATAGC AATGGACC TGAGC GT AATTATGAAC AGTC AGATTATGGAAATGATC GTGTGGG 
TTGGGGGAAAACAGCAACCGCTTCATGGACTTTTGACCGTGACAACGCTGGCTATGCTGGACAGTTTAT 
CTGGAC AGGTACGGAC TATATTGGTGAAC C TACAC C ATGGC AC AACC AAAATC AAACTC CTGTTAAGAG 
CTCTTACTTTGGTATCGTAGATACAGCCGGCATTCCAAAACATGACTTCTATCTCTACCAAAGC 

SP051 amino acid (SEQ ID NO: 82) 

SVVYADETLITHTAEKPKEEKMIVEEKAD 

SAKPEEKAPRIESQASNQEKPLKEDAKAVTNEEVNQMI^ 

WKKLDLPYDWSIFISTOFDHESPAQNEGGQLNGGEAWYRKTFK^ 

LVGHYPNGYNQF SYD ITKYLQKDGRENVIAVHAVNKQP S SRWYSGSGI YRDVTLQVTDKVHVEKNGTT I 

LTPKLEEQQHGKVETHVTSKIVNTDDKDHELVAEYQIVERGGHAVTGLVRTASRTLKAHESTSLDAILE 

VERPKLWTVLNDKPALYELITRVYRDGQLVDAKKDLFGYRYYHWTPNEGFSLNGERIK^ 

ALGAEENYKAEYRRLKQMKEMGVNSIRTTHNPASEQTLQIAAELGLLVQEEAFDTWYGGKKPYDYGRFF 

EKDATHPEARKGEKWSDFDLRTMVERGKNNPAIFMW 

YVTMGADKFRFGNGSGGHEKIADELDAVGFNYSEDNYKALRAKHPKWLIYGSETSSATRTRGSYYRPER 
ELKHSNGPERNYEQSDYGNDRVGWGKTATASWTFDRDNAGYAGQFIWTGTDYIGEPTPWHNQNQTPVKS 
SYFGIVDTAGI PKHDF YLYQS 

5P052 nucleotide (SEQ ID NO:83) 

TTAC TTTGGTATCGTAGATAC AGC C GGC ATTCC AAAAC ATGACTTCTATCTCTACC AAAGC C AATGGGT 
TTC TGTTAAGAAGAAAC CGATGGT ACAC CTTCTTC CTC ACTGGAACTGGGAAAAC AAAGAATTAGC ATC 
CAAAGTAGCTGACTC AGAAGGTAAGATTC C AGTTCGTGCTTATTC GAATGC TTCTAGTGTAGAATTGTT 
CTTGAATGGAAAATCTC TTGGTCTTAAGAC TTTC AATAAAAAACAAAC C AGCGATGGGC GGACTTACC A 
AGAAGGTGCAAATGC'TAATGAACTTTATCTTGAATGGAAAGTTGC CTATC AAC C AGGTAC C TTGGAAGC 
AATTGCTCGTGATGAATC TGGC AAGGAAATTGC TC GAGATAAGATTACGACTGCTGGT AAGCC AGCGGC 
AGTTCGTCTTATTAAGGAAGACCATGCGATTGCAGCAGATGGAAAAGACTTGACTTACATCTACTATGA 
AATTGTTGACAGCCAGGGGAATGTGGTTCCAACTGCTAATAATCTGGTTCGCTTCCAATTGCATGGCCA 
AGGTCAACTGGTCGGTGTAGATAACGGAGAACAAGCCAGCCGTGAACGCTATAAGGCGCAAGCAGATGG 
TTCTTGGATTCGTAAAGCATTTAATGGTAAAGGTGTTGCCATTGTCAAATCAACTGAACAAGCAGGGAA 
ATTCACCCTGACTGCCCACTCTGATCTCTTGAAATCGAACCAAGTCACTGTCTTTACTGGTAAGAAAGA 
AGGACAAGAGAAGACTGTTTTGGGGACAGAAGTGCCAAAAGTACAGACCATTATTGGAGAGGCACCTGA 
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AATGCCTACCACTGTTCCGTTTGTATACAGTGATGGTAGCCGTGCAGAACGTCCTGTAACCTGGTCTTC 
AGTAGATGTGAGC AAGC C TGGT ATTGTAAC GGTGAAAGGT ATGGC TGAC GGAC GAGAAGTAGAAGCTCG 
TGTAGAAGTGATTGCTCTTAAATCAGAGCTACCAGTTGTGAAACGTATTGCTCCAAATACTGACTTGAA 
TTCTGTAGACAAATCTGTTTCCTATGTTTTGATTGATGGAAGTGTTGAAGAGTATGAAGTGGACAAGTG 
GGAGATTGCCGAAGAAGATAAAGCTAAGTTAGCAATTCCAGGTTCTCGTATTCAAGCGACCGGTTATTT 
AGAAGGTCAACCAATTCATGCAACCCTTGTGGTAGAAGAAGGCAATCCTGCGGCACCTGCAGTACCAAC 
TGTAACGGTTGGTGGTGAGGCAGTAACAGGTCTTACTAGTCAAAAACCAATGCAATACCGCACTCTTGC 
TTATGGAGCTAAGTTGCCAGAAGTCACAGCAAGTGCTAAAAATGCAGCTGTTACAGTTCTTCAAGCAAG 
CGCAGCAAACGGCATGCGTGCGAGCATCTTTATTCAGCCTAAAGATGGTGGCCCTCTTCAAACCTATGC 
AATTCAATTCCTTGAAGAAGCGCCAAAAATTGCTCACTTGAGCTTGCAAGTGGAAAAAGCTGACAGTCT 
CAAAGAAGACCAAACTGTCAAATTGTCGGTTCGAGCTCACTATCAAGATGGAACGCAAGCTGTATTACC 
AGCTGATAAAGTAACCTTCTCTACAAGTGGTGAAGGGGAAGTCGCAATTCGTAAAGGAATGCTTGAGTT 
GCATAAGCCAGGAGCAGTCACTCTGAACGCTGAATATGAGGGAGCTAAAGACCAAGTTGAACTCACTAT 
C CAAGCC AATACTGAGAAGAAGATTGC GC AATCC ATC CGTCCTGTAAATGTAGTGAC AGATTTGC ATC A 
GGAACCAAGTCTTCCAGCAACAGTAACAGTTGAGTATGACAAAGGTTTCCCTAAAACTCATAAAGTCAC 
TTGGC AAGCTATTCCGAAAGAAAAACTAGAC TC CT ATCAAAC ATTTGAAGTAC TAGGTAAAGTTGAAGG 
AATTGACCTTGAAGCGCGTGCAAAAGTCTCTGTAGAAGGTATCGTTTCAGTTGAAGAAGTCAGTGTGAC 
AACTCCAATCGCAGAAGCACCACAATTACCAGAAAGTGTTCGGACATATGATTCAAATGGTCACGTTTC 
ATCAGCTAAGGTTGCATGGGATGCGATTCGTCCAGAGCAATACGCTAAGGAAGGTGTCTTTACAGTTAA 
TGGTCGCTTAGAAGGTACGCAATTAACA 

SP0 52 amino acid ( SEQ ID NO: 84) 

YFGIVDTAGIPKHDFYLYQSQWVSVKKKPMV^ 

LNGKSLGLKTFNKKQTSDGRTYQEGANANELYLEWKVAYQPGTLEAIARDSSGKEIARDKITTAGKPAA 
VRLIKEDHAIAADGKDLTYIYYEIVDSQGlsrWPTANNLVRFQLHGQGQLVGVDNGEQASRERYK^ 
SWIRKAFNGKGVAIWSTEQAGKFTLTAHSDLLKSNQVTVFTGKKEGQEKTVLGTEVPKVQTIIGEAPE 
MPTTVPFVYSDGSRAERPVTWSSVDVSKPGIVTVTC^ 

SVDKSVSYVLIDGSVEEYEVDKWEIAEEDKAKL.AIPGSRIQATGYLEGQPIHATLWEEGNPAAPAVPT 
VTVGGEAVTGLTSQKPMQYRTLAYGAKLPEVTASAKKAAVTVLQASAANGMRAS IF I QPKDGGPLQTYA 
IQFLEEAPKIAHLSLQVEKADSLKEDQTVKLSVRAHYQDGTQAVLPADKVTFSTSGEGEVAIRKGMLEL 
HKPGAVTLNAEYEGAKDQVELTIQANTEK^ 

WQAIPKEKLDSYQTFEVLGKVEGIDLEARAKVSVEGIVSVEEVSVTTPIAEAPQLPESVRTYDSNGHVS 
S AKVAWDAI RPEQYAKEGVFTVNGRLEGTQLT 

SP053 nucleotide (SEQ ID NO:85) 

AGCTAAGGTTGCATGGGATGCGATTCGTCCAGAGCAATACGCTAAGGAAGGTGTCTTTACAGTTAATGG 
TCGCTTAGAAGGTACGCAATTAACAACTAAACTTCATGTTCGCGTATCTGCTCAAACTGAGCAAGGTGC 
AAACATTTCTGACCAATGGACCGGTTCAGAATTGCCACTTGCCTTTGCTTCAGACTCAAATCCAAGCGA 
CCCAGTTTCAAATGTTAATGACAAGCTCATTTCCTACAATAACCAACCAGCCAATCGTTGGACAAACTG 
GAATCGTACTAATCCAGAAGCTTCAGTCGGTGTTCTGTTTGGAGATTCAGGTATCTTGAGCAAACGCTC 
CGTTGATAATCTAAGTGTCGGATTCCATGAAGACCATGGAGTTGGTGTACCGAAGTCTTATGTGATTGA 
GTATTATGTTGGTAAGACTGTCCCAACAGCTCCTAAAAACCCTAGTTTTGTTGGTAATGAGGACCATGT 
CTTTAATGATTCTGCCAACTGGAAACCAGTTACTAATCTAAAAGCCCCTGCTCAACTCAAGGCTGGAGA 
AATGAAC CACTTTAGCTTTGAT AAAGTTGAAACCT ATGCTGTTCGTATTC GC ATGGTTAAAGC AGAT AA 
CAAGCGTGGAACGTCTATCACAGAGGTACAAATCTTTGCGAAACAAGTTGCGGCAGCCAAGCAAGGACA 
AAC AAGAATCC AAGTTGAC GGCAAAGAC TTAGC AAACTTCAAC C CTGATTTGACAGACTACTACCTTGA 
GTCTGTAGATGGAAAAGTTCCGGC AGTC AC AGC AAGTGTTAGC AACAATGGTCTC GCTACC GTC GTTC C 
AAGC GTTCGTGAAGGTGAGC CAGTTC GTGTC ATCGC GAAAGCTGAAAATGGCGACATCTTAGGAGAATA 
C CGTCTGCACTTCACTAAGGATAAGAGC TTACTTTC TCATAAACC AGTTGC TGC GGTTAAACAAGCTC G 
CTTGCTACAAGTAGGTCAAGCACTTGAATTGCCGACTAAGGTTCCAGTTTACTTCACAGGTAAAGACGG 
C TAC GAAAC AAAAGAC CTGAC AGTTGAATGGGAAGAAGTTC CAGCGGAAAATCTGAC AAAAGC AGGTC A 
ATTTACTGTTCGAGGCCGTGTCCTTGGTAGTAACCTTGTTGCTGAGATCACTGTACGAGTGACAGACAA 
ACTTGGTGAGACTCTTTCAGATAACCCTAACTATGATGAAAACAGTAACCAGGCCTTTGCTTCAGCAAC 
C AATGATATTGACAAAAACTC TC ATGACC GC GTTGACTATCTC AATGACGGAGATC ATTC AGAAAATC G 
TCGTTGGACAAACTGGTCACCAACACCATCTTCTAATCCAGAAGTATCAGCGGGTGTGATTTTCCGTGA 
AAATGGTAAGATTGTAGAACGGACTGTTACACAAGGAAAAGTTCAGTTCTTTGCAGATAGTGGTACGGA 
TGCACCATCTAAACTCGTTTTAGAACGCTATGTCGGTCCAGAGTTTGAAGTGCCAACCTACTATTCAAA 
CTACCAAGCCTACGACGCAGACCATCCATTCAACAATCCAGAAAATTGGGAAGCTGTTCCTTATCGTGC 
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GGATAAAGACATTGCAGCTGGTGATGAAATCAACGTAACATTTAAAGCTATCAAAGCCAAAGCTATGAG 
ATGGCGTATGGAGCGT AAAGCAGAT AAGAGCGGTGTTGC GATGATTGAGATGAC CTTC CTTGCAC CAAG 
TGAATTGCCTCAAGAAAGCACTCAATCAAAGATTCTTGTAGATGGAAAAGAACTTGCTGATTTCGCTGA 
AAATCGTCAAGACTATCAAATTACCTATAAAGGTCAACGGCCAAAAGTCTCAGTTGAAGAAAACAATCA 
AGTAGCTTCAACTGTGGTAGATAGTGGAGAAGATAGCTTTCCAGTACTTGTTCGCCTCGTTTCAGAAAG 
TGGAAAACAAGTCAAGGAATACCGTATCCACTTGACTAAGGAAAAACCAGTTTCTGAGAAGACAGTTGC 
|TGCTGTACAAGAAGATCTTCCAAAAATCGAATTTGTTGAAAAAGATTTGGCATACAAGACAGTTGAGAA 
AAAAGATTCAACACTGTATCTAGGTGAAACTCGTGTAGAACAAGAAGGAAAAlGTTGGAAAAGAACGTAT 
C TTTAC AGC GATTAATCC TGATGGAAGTAAGGAAGAAAAACTC C GTGAAGTGGTAGAAGTTCCGAC AG A 
C C GC ATC GTCTTGGTTGGAACC AAACCAGTAGC TCAAGAAGCTAAAAAACC ACAAGTGTCAGAAAAAGC 
AGATAC AAAACC AATTGATTCAAGTGAAGC TAGTC AAACTAATAAAGC C C AG 

SP053 amino acid ( SEQ ID NO: 86) 

AKVAWDAIRPEQYAKEGVFTVNGRLEGTQLTTKLHVRVSAQTEQGANISDQWTGSELPLAFASDSNPSD 

PVSNVNDKLISYNNQPANRWTNWNRTNPEASVGVLFGDSGILSK^ 

YYVGKTVPTAPKNPSFVGNEDHVFNDSANm 

KRGT S ITEVQ I F AKQVAAAKQGQTRI QVDGKDLANFNPDLTDYYLE SVDGKVP AVTASVSNNGLATVVP 
SVREGEPVRVIAKAENGDILGEYRLHFTKDKSLLSHKPVAAVKQARLLQVGQALELPTKVPVYFTGKDG 
YETKDLTVE^EEVPAEI^TKAGQFTVRGRVLGSNLVAEITVRVTDKLGETLSDNPNTDENSNQAFASAT 
]STOIDKNSHDRVDYLNDGDHSENRRWT^ 

AP SKLVLERYVGPEFEVPTYYSNYQAYDADHPK INVTFKAIKAKAMR 
WRMERKADKSGVAMIEMTFLAPSELPQESTQSK^ 

VASTVVDSGEDSFPVLVRLVSESGKQVKEYRIHLTKEKPVSEKTVAAVQEDLPKIEFVEKDLAYKTVEK 
KDSTLYLGETRVEQEGKVGKERIFTAXNPDGSKEEKLREWEVPTDRIVLVGTKPVAQEAKKPQVSEKA 
DTKPIDSSEASQTNKAQ 

SP054 nucleotide (SEQ ID NO: 87) 

C TATCAC TATGT AAATAAAGAGATTATTTCACAAGAAGCTAAAGATTTAATTC AGAC AGGAAAGCCTGA 
CAGGAATGAAGTTGTATATGGTTTGGTGTATCAAAAAGATCAGTTGCCTCAAACAGGGACAGAA 

SP054 amino acid (SEQ ID NO: 88) 

YHYVNKEI I SQEAKDLIQTGKPDRNEWYGLVYQKDQLPQTGTE 

SP0 55 nucleotide (SEQ ID NO: 89) 

TGAGACTCCTCAATCAATAACAAATCAGGAGCAAGCTAGGACAGAAAACCAAGTAGTAGAGACAGAGGA 
AGCTCCAAAAGAAGAAGC ACCTAAAACAGAAGAAAGTCC AAAGGAAGAAC CAAAATC GGAGGTAAAACC 
TACTGAC GAC AC CCTTCCTAAAGTAGAAGAGGGGAAAGAAGATTCAGC AGAACC AGCTCC AGTTGAAGA 
AGTAGGTGGAGAAGTTGAGTCAAAACCAGAGGAAAAAGTAGCAGTTAAGCCAGAAAGTCAACCATCAGA 
CAAACCAGCTGAGGAATCAAAAGTTGAACAAGCAGGTGAACCAGTCGCGCCAAGAGAAGACGAAAAGGC 
ACCAGTCGAGCCAGAAAAGCAACCAGAAGCTCCTGAAGAAGAGAAGGCTGTAGAGGAAACACCGAAACA 
AGAAGAGTCAAC TC C AGATAC CAAGGCTGAAGAAACTGTAGAAC CAAAAGAGGAGACTGTT AATC AATC 
TATTGAACAACCAAAAGTTGAAACGCCTGCTGTAGAAAAACAAACAGAACCAACAGAGGAACCAAAAGT 
TGAACAAGCAGGTGAACCAGTCGCGCCAAGAGAAGACGAACAGGCACCAACGGCACCAGTTGAGCCAGA 
AAAGCAACCAGAAGTTCCTGAAGAAGAGAAGGCTGTAGAGGAAACACCGAAACCAGAAGATAAAATAAA 
GGGTATTGGTACTAAAGAACCAGTTGATAAAAGTGAGTTAAATAATCAAATTGATAAAGCTAGTTCAGT 
TTCTCCTACTGATTAT 

SP055 amino acid (SEQ ID NO: 90) 

ETPQSITNQEQARTENQWETEEAPKEEAPKTEESPKEEPKSEVKPTDDTLPKVEEGKEDSAEPAPVEE 
VGGEVESKPEEKVAVKPESQPSDKPAEESKVEQAGEPVAPREDEKAPVEPEKQPEAPEEEKAVEETPKQ 
EESTPDTKAEETVEPKEETVNQSIEQPKVETPAVEKQTEPTEEPKVEQAGEPVAPREDEQAPTAPVEPE 
KQPEVPEEEKAVEETPKPEDKIKGIGTKEPVDKSELNNQIDKASSVSPTDY 

SP056 nucleotide ( SEQ ID NO: 91) 

GGATGCTCAAGAAACTGCGGGAGTTCACTATAAATATGTGGCAGATTCAGAGCTATCATCAGAAGAAAA 
GAAGCAGCTTGTCTATGATATTCCGACATACGTGGAGAATGATGATGAAACTTATTATCTTGTTTATAA 
GTTAAATTCTCAAAATCAACTGGCGGAATTGCCAAATACTGGAAGCAAGAATGAGAGGCAA 
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SP056 amino acid (SEQ ID NO:92) 

DAQETAGVHYKYVADSELSSEEKKQLVYDIPTYVENDDETYYLVYKLNSQNQLAELPNTGSKNERQ 
SP057 nucleotide (SEQ ID NO:93) 

CGACAAAGGTGAGACTGAGGTTCAACCAGAGTCGCCAGATACTGTGGTAAGTGATAAAGGTGAACCAGA 
GC AGGTAGC AC CGCTTC C AGAATATAAGGGTAATATTGAGC AAGTAAAAC C TGAAACTC C GGTTGAGAA 
GAG CAAAGAACAAGGTCCAGAAAAAACTGAAGAAGTTC CAGTAAAACCAACAGAAGAAAC ACCAGTAAA 
TCC AAATGAAGGTAC TAG AGAAGGAAC CTC AATTCAAGAAGC AGAAAATC C AGTTC AAC C TGCAGAAGA 
ATC AAC AACGAATTCAGAGAAAGTATC ACC AGATACATC TAGC AAAAATAC TGGGGAAGTGTCC AGTAA 
TCC TAGTGATTCGAC AAC C TC AGTTGGAGAATC AAATAAAC C AGAAC AT AATGACTC TAAAAATGAAAA 
TTC AGAAAAAACTGTAGAAGAAGTTCC AGTAAATC CAAATGAAGGC AC AGTAGAAGGTACC TC AAATC A 
AGAAAC AGAAAAAC C AGTTC AAC C TGC AGAAGAAACAC AAAC AAACTC TGGGAAAATAGCTAACGAAAA 
TACTGGAGAAGTATCCAATAAACCTAGTGATTCAAAAC C AC CAGTTGAAGAATC AAATC AAC CAGAAAA 
AAAC GGAAC TGC AAC AAAAC CAGAAAATTCAGGTAATAC AAC ATC AGAGAATGGACAAAC AGAAC C AGA 
ACC ATC AAAC GGAAATTC AACTGAGGATGTTTC AAC CGAATC AAAC AC ATC CAATTCAAATGGAAACGA 
AGAAATTAAACAAGAAAATGAACTAGACCCTGATAAAAAGGTAGAAGAACCAGAGAAAACACTTGAATT 
AAGAAAT 

SP057 amino acid (SEQ ID NO:94) 

DKGETEVQPESPDTWSDKGEPEQVAPLPEYKGNIEQVKPETPVEKTKEQGPEKTEEVPVKPTEETPVN 
PISrEGTTEGTSIQEAENPVQPAEESTTNSEKVSPDTSSKNTGEVSSNPSDSTTSVGESNKPEHNDSKNEN 
SEKTVEEVPVNPNEGTVEGTSNQETEKPVQPAEETQTNSGKIANENTGEVSNKPSDSKPPVEESNQPEK 
NGTATKPENSGNTTSENGQTEPEPSNGNSTEDVSTESNTSNSNGNEEIKQENELDPDKKVEEPEKTLEL 
RN 

SP0 58 nucleotide (SEQ ID NO: 95) 

AAATCAATTGGTAGCACAAGATCCAAAAGCACAAGATAGCACTAAACTGACTGCTGAAAAATCAACTGT 
TAAAGCACCTGCTCAAAGAGTAGATGTAAAAGATATAACTCATTTAACAGATGAAGAAAAAGTTAAGGT 
TGCTATTTTACAAGCAAATGGTTCAGCATTAGACGGAGCGACAATCAATGTAGCTGGAGATGGTACAGC 
AAC AATC AC ATTC CC AGATGGTTCAGTAGTGAC GATTC TAGGAAAAGATACAGTTC AAC AATCTGCGAA 
AGGTGAATCTGTAACTCAAGAAGCTACACCAGAGTATAAGCTAGAAAATACACCAGGTGGAGATAAGGG 
AGGCAATACTGGAAGC TCAGATGCTAATGC GAATGAAGGC GGTGGTAGC C AGGC GGGTGGATC AGCTC A 
CACAGGTTCACAAAACTCAGCTCAATCACAAGCTTCTAAGCAATTAGCTACTGAAAAAGAATCAGCTAA 
AAATGCC ATTGAAAAAGC AGC CAAGGACAAGC AGGATGAAATC AAAGGC GCAC C GC TTTCTGATAAAGA 
AAAAGCAGAACTTTTAGCAAGAGTGGAAGCAGAAAAACAAGCAGCTCTCAAAGAGATTGAAAATGCGAA 
AACTATGGAAGATGTGAAGGAAGCAGAAACGATTGGAGTGCAAGCCATTGCCATGGTTACAGTTCCTAA 
GAGACC AGTGGC TC CTAAT 

SP058 amino acid (SEQ ID NO: 96) 

NQLVAQDPKAQDSTKLTAEKSWKAPAQRVDVKDITHLTDEEKVKVAILQANGSALDGATINVAGDGTA 
TITFPDGSWTILGKDTVQQSAKGESVTQEATPEYKLENTPGGDKGGNTGSSDANANEGGGSQAGGSAH 
TGSQNS AQS QASKQLATEKES AKNAI EKAAKDKQDE I KGAPLSDKEKAELLARVEAEKQAALKE I ENAK 
TMEDVKEAET I GVQAI AMVTVPKRPVAPN 

SP059 nucleotide (SEQ ID NO: 97) 

CAAACAGTCAGCTTCAGGAACGATTGAGGTGATTTCACGAGAAAATGGCTCTGGGACACGGGGTGCCTT 
CACAGAAATCACAGGGATTCTCAAAAAAGACGGTGATAAAAAAATTGACAACACTGCCAAAACAGCTGT 
GATTC AAAATAGTACAGAAGGTGTTCTC TCAGCAGTTCAAGGGAATGCTAATGCTATC GGCTACATC TC 
C TTGGGATCTTTAAC GAAATCTGTC AAGGCTTTAGAGATTGATGGTGTC AAGGC TAGTC GAGACAC AGT 
TTTAGATGGTGAATACCCTCTTCAACGTCCCTTCAACATTGTTTGGTCTTCTAATCTTTCCAAGCTAGG 
TCAAGATTTTATCAGCTTTATCCACTCCAAACAAGGTCAACAAGTGGTCACAGATAATAAATTTATTGA 
AGCTAAAACCGAAAC CAC GGAATATAC AAGC C AAC AC TTATCAGGC AAGTTGTCTGTTGTAGGTTC C AC 
TTCAGT ATCTTC TTTAATGGAAAAATTAGC AGAAGCTT ATAAAAAAGAAAATC C AGAAGTTACGATTGA 
TATT AC CTCTAATGGGTCTTCAGCAGGTATT AC C GC TGTTAAGGAGAAAAC C GC TGATATTGGTATGGT 
TTCTAGGGAATTAACTCCTGAAGAAGGTAAGAGTCTCACCCATGATGCTATTGCTTTAGACGGTATTGC 
TGTTGTGGTCAATAATGACAATAAGGCAAGCCAAGTCAGTATGGCTGAACTTGCAGACGTTTTTAGTG^ 
CAAATTAACCACCTGGGACAAGATTAAA 
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3P0 5 9 amino acid (SEQ ID NO: 98) 

KQSASGTIEVISRENGSGTRGAFTEITGILKKDGDKKIDNTAKTAVIQNSTEGVLSAVQGNANAIGYIS 
LGSLTKSVKALEIDGVKASRDTVLDGEYPLQRPFNIVWSSNLSKLGQDFISFIHSKQGQQVVTDNKFIE 
AKTETTEYTSQHLSGKLSWGSTSVSSLMEKLAEAYKKENPEVTIDITSNGSSAGITAVKEKTADIGMV 
S RELT PEEGKSLTHDAI ALDG I AVWNNDNKAS QVSMAELADVF SGKLTTWDKI K 

SP060 nucleotide (SEQ ID NO:99) 

ATTC GATGATGC GGATGAAAAGATGAC CC GTGATGAAATTGC CTATATGC TGAC AAAT AGTGAAGAAAC 
ATTGGATGCTGATGAGATTGAGATGCTACAAGGTGTCTTTTCGCTCGATGAACTGATGGCACGAGAGGT 
TATGGTTCCTCGAACGGATGCCTTTATGGTGGATATTCAGGATGATAGTCAAGCCATTATCCAAAGTAT 
TTTAAAACAAAATTATTCTCGTATCCCGGTTTATGATGGGGATAAGGACAATGTAATTGGAATCATTCA 
CACCAAGAGTCTCCTTAAGGCAGGCTTTGTGGACGGTTTTGACAATATTGTTTGGAAGAGAATTTTACA 
A GATC C AGTTTTTGTACC TGAAAC TATTTTTGTGGATGAC TTGCTAAAAGAAC TGCGAAATAC C CAAAG 
ACAAATG 

SP060 amino acid (SEQ ID NO: 100) 

FDDAD EKMTRDEI AYMLTNS EETLDADE I EMLQGVF SLDELMAREVMVPRTDAFMVD I QDDSQAI IQSI 
LKQNYSRIPVYDGDKDWIGIIHTKSLLKAGFVDGFDNIVWKRILQDPLFVPETIFVDDLLKELRNTQR 
QM 

SP062 nucleotide (SEQ ID NO: 101) 

GGAGAGTCGATCAAAAGTAGATGAAGCTGTGTCTAAGTTTGAAAAGGACTCATCTTCTTCGTCAAGTTC 
AGACTC TTCC ACTAAACC GGAAGCTTC AGATAC AGC GAAGC C AAAC AAGC C GAC AGAACC AGGAGAAAA 
GGTAGC AGAAGCTAAGAAGAAGGTTGAAGAAGC TGAGAAAAAAGCCAAGGATC AAAAAGAAGAAGATC G 
TCGTAACTAC CC AACC ATTACTTACAAAAC GCTTGAACTTGAAATTGC TGAGTC C GATGTGGAAGTTAA 
AAAAGC GGAGCTTGAACTAGTAAAAGTGAAAGC TAACGAAC CTC GAGAC GAGC AA 

SP062 amino acid (SEQ ID NO:102) 

ESRSKVDEAVSKFEKDSSSSSSSDSSTKPEASDTAKPNKPTEPGEKYAEAKKKVEEAEKKAKDQKEEDR 
RNYPTITYKTLELEIAESDVEVKKAELELVKVKANEPRDEQ 

SP063 nucleotide (SEQ ID NO: 103) 

ATGGACAACAGGAAACTGGGACGAGGTTATATCTGGTAAGATTGACAAGTACAAAGATCCAGATATTCC 
AAC AGTTGAATC ACAAGAAGTTAC GTC AGAC TCT AGTGATAAAGAAATAACGGT AAGGTATGAC CGTTT 
ATC AAC ACCAGAAAAAC C AATCCC AC AAC C AAATCC AGAGC ATCCAAGTGTTC CGACACC AAAC CC AGA 
ACTAC C AAATC AAGAGACTC C AAC AC C AGATAAAC CAACTCC AGAACC AGGTACTCCAAAAACTGAAAC 
TCC AGTGAATC C AGAC CC AGAAGTTC CGACTT ATGAGAC AGGTAAGAGAGAGGAATTGC C AAAC AC AGG 
TACAGAAGCTAAT 

SP063 amino acid (SEQ ID NO: 104) 

OTTGNWDEVISGKIDKYKDPDIPWESQWTSDSSDKEITVRYDRLSTPEKPIPQPNPEHPSVPTPNPE 
LPNQETPTPDKPTPEPGTPKTETPVHPDPEVPTYETGKREELPNTGTEAN 

SP064 nucleotide (SEQ ID NO: 105) 

C GATGGGCTCAATC CAAC CC CAGGTC AAGTCTTAC CTGAAGAGAC ATC GGGAACGAAAGAGGGTGACTT 
ATCAGAAAAACC AGGAGAC ACC GTTCTCACTC AAGCGAAACCTGAGGGC GTTACTGGAAATAC GAATTC 
ACTTC CGACACCTAC AGAAAGAACTGAAGTGAGC GAGGAAAC AAGC C CTTCTAGTCTGGATAC ACTTTT 
TGAAAAAGATGAAGAAGCTCAAAAAAATCCAGAGCTAACAGATGTCTTAAAAGAAACTGTAGATACAGC 
TGATGTGGATGGGAC ACAAGC AAGTC C AGC AGAAACTACTC CTGAAC AAGTAAAAGGTGGAGTGAAAGA 
AAATAC AAAAGACAGCATC GATGTTC C TGCTGCTTATCTTGAAAAAGCTGAAGGGAAAGGTCC TTTC AC 
TGCCGGTGTAAACCAAGTAATTCCTTATGAACTATTCGCTGGTGATGGTATGTTAACTCGTCTATTACT 
AAAAGC TTCGGATAATGCTCCTTGGTCTGACAATGGTACTGCTAAAAATCCTGCTTTACCTCCTCTTGA 
AGGATTAACAAAAGGGAAATACTTCTATGAAGTAGACTTAAATGGCAATACTGTTGGTAAACAAGGTCA 
AGCTTTAATTGATC AAC TTC GC GCTAATGGTAC TC AAACTTATAAAGCTACTGTTAAAGTTTACGGAAA 
T AAAGACGGTAAAGC TGACTTGAC TAATCTAGTTGCTACTAAAAATGTAGAC ATC AAC ATC AATGGATT 
AGTTGCTAAAGAAACAGTTC AAAAAGCC GTTGC AGAC AAC GTTAAAGAC AGTATC GATGTTC C AGC AGC 
C TACC TAGAAAAAGCC AAGGGTGAAGGTCC ATTCAC AGC AGGTGTC AAC C ATGTGATTC C ATACGAACT 
CTTCGCAGGTGATGGCATGTTGACTCGTCTCTTGCTCAAGGCATCTGACAAGGCACCATGGTCAGATAA 
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CGGCGACGCTAAAAACCCAGCCCTATCTCCACTAGGCGAAAACGTGAAGACCAAAGGTCAATACTTCTA 
TCAANTAGCCTTGGACGGAAATGTAGCTGGCAAAGAAAAACAAGCGCTCATTGACCAGTTCCGAGCAAA 
NGGTACTCAAACTTACAGCGCTACAGTCAATGTCTATGGTAACAAAGACGGTAAACCAGACTTGGACAA 
CATC GTAGC AAC TAAAAAAGTC AC T ATT AAC AT AAAC GGTTTAATTTCTAAAGAAAC AGTTC AAAAAGC 
CGTTGCAGACAACGTTAANGACAGTATCGATGTTCCAGCAGCCTACCTAGAAAAAGCCAAGGGTGAAGG 
TCCATTCACAGCAGGTGTCAACCATGTGATTCCATACGAACTCTTCGCAGGTGATGGTATGTTGACTCG 
TCTCTTGCTCAAGGCATCTGACAAGGCACCATGGTCAGATAACGGNGACGCTAAAAACCCAGC1SFCTATC 
TCC ACTAGGTGAAAACGTGAAGACCAAAGGTCAATAC TTCTATCAANTAGCCTTGGAC GGAAATGTAGC 
TGGCAAAGAAAAAC AAGCGCTCATTGAC CAGTTCCGAGC AAAC GGTACTCAAACTTACAGC GCTACAGT 
CAATGTCTATGGTAACAAAGACGGTAAACCAGACTTGGACAACATCGTAGCAAC TAAAAAAGTC AC TAT 
TAAGATAAATGTTAAAGAAACATCAGACACAGCAAATGGTTCATTATCACCTTCTAACTCTGGTTCTGG 
C GTGAC TC C GATGAATC AC AATC ATGC TAC AGGTACTAC AGATAGC ATGCC TGCTGACACC ATGACAAG 
TTCTACCAACACGATGGCAGGTGAAAACATGGCTGCTTCTGCTAACAAGATGTCTGATACGATGATGTC 
AGAGGATAAAGCTATG 

SP064 amino acid (SEQ ID NO: 106) 

DGLNPTPGQVLPEETSGTKEGDLSEKPGDTVLTQAKPEGVTGNTNSLPTPTERTEVSEETSPSSLDTLF 
EKDEEAQKNPELTDVLKETVDTADVDGTQASPAETTPEQVKGGVKENTKDSIDVPAAYLEKAEGKGPFT 
AGWQVIPYELFAGDGMLTRLLLKASDNAPWSDNGTAKNPALPPLEGLTKGKYFYEVDLNGNTVGKQGQ 
AL IDQLRAWGTQTYKATVKVYGNKDGKADLTNLVATKWD IJSTINGLVAKETVQKAVADNVKDSIDVPAA 
YLEKAKGEGPFTAGVNHVT PYELFAGDGMLTRLLLKASDKAPWSDNGDAKNPALSPLGENVKTKGQYFY 
QXALDGOTAGKEKQALIDQFRAXGTQTYSATVWYGNm 

VADNVXDS IDVPAAYLEKAKGEGPFTAGVNHVI PYELFAGDGl^TRLIiLKASDKAPWSDNGDAKNPALS 

PLGENWTKGQYFYQXALDGWAGKEKQALIDQFRANGTQTYSATVNVYGNI^ 

KINVKETSDTAKGSLSPSNSGSGVTPMNHNHATGTTDSMPADTMTSSTNTM^ 

EDKAM 

SP065 nucleotide (SEQ ID NO: 107) 

TTCC AATC AAAAACAGGCAGATGGT AAAC TCAATATCGTGAC AAC CTTTTAC CCTGTC TATGAr TTTAC 
CAAGCAAGTCGCAGGAGATACGGCTAATGTAGAACTCCTAATCGGTGCTGGGACAGAACCTCATGAATA 
C GAAC C ATCTGCCAAGGC AGTTGC C AAAATC C AAGATGC AGATAC CTTC GTTTATGAAAATGAAAAC AT 
GGAAAC ATGGGTACC TAAATTGCT AGAT AC C TTGGATAAGAAAAAAGTGAAAACC ATC AAGGC GACAGG 
C GATATGTTGC TCTTGCC AGGTGGC GAGGAAGAAGAGGGAGACC ATGACC ATGGAGAAGAAGGTCATC A 
CC ATGAGTTTGAC C C C C ATGTTTGGTT ATC AC C AGTTC GTGC C AT t AAAC TAGTAGAGC ACC ATCCGC G 
AC ACTTGTC AGC AGATTATCC TGATAAAAAAGAGACC TTTGAGAAGAATGC AGCTGCCTATATC GAAAA 
ATTGCAAGCCTTGGATAAGGCTTACGCAGAAGGTTTGTCTCAAGCAAAACAAAAGAGCTTTGTGACTCA 
ACACGCAgCCTTTAACTaTCTTGCCTTGGACTATGGGACTC 

SF065 amino acid (SEQ ID NO: 108) 

SNQKQ ADGKLNI VTTF YPVYEFTKQVAGDTANVELL IGAGTEPHE YE P S AKAVAKI QD ADTFVYENENM 
ETWVPKLLDTLDKKKVTCTIKA 

HLSADYPDKKETFEKNAAAYIEKXiQALDKAYAEGLSQAKQKSFVTQH^ 
SP067 nucleotide (SEQ ID NO:109) 

TATCACAGGATCGAACGGTAAGACAACCACAACGACTATGATTGGGGAAGTTTTGACTGCTGCTGGCCA 
ACATGGTCTTTTATCAGGGAATATCGGCTATCCAGCTAGTCAGGTTGCTCAAATAGCATCAGATAAGGA 
CACGCTTGTTATGGAACTTTCTTCTTTCCAACTCATGGGTGTTCAAGAATTCCATCCAGAGATTGCGGT 
TATTACC AACCTCATGC CAAC TC ATATCGAC TACC ATGGGTC ATTTTC GG AATATGTAGCAGCCAAGTG 
GAATATCCAGAACAAGATGACAGCAGCTGATTTCCTTGTCTTGAACTTTAATCAAGACTTGGCAAAAGA 
CTTGACTTCCAAGACAGAAGCCACTGTTGTACCATTTTCAACACTTGAAAAGGTTGATGGAGCTTATCT 
GGAAGATGGTCAACTCTACTTCCGTGGTGAAGTAGTCATGGCAGCGAATGAAATCGGTGTTCCAGGTAG 
CCACAATGTGGAAAATGCCCTTGCGACTATTGCTGTAGCCAAGCTTCGTGATGTGGACAATCAAACCAT 
CAAGGAAACTCTTTCAGCCTTCGGTGGTGTCAAACACCGTCTCCAGTTTGTGGATGACATCAAGGGTGT 
TAAATTCTATAACGACAGTAAATCAACTAATATCTTGGCTACTCAAAAAGCCTTGTCAGGATTTGACAA 
CAGCAAGGTCGTCTTGATTGCAGGTGGTTTGGACCGTGGCAATGAGTTTGACGAATTGGTGCCAGACAT 
TACTGGACTC AAGAAGATGGTC ATC CTGGGTCAATCTGCAGAACGTGTC AAAC GGGC AGC AGACAAGGC 
TGGTGTC GC TTATGTGGAGGC GAC AGATATTGCAGATGCGACC C GC AAGGC C TAT G AGC TTGC GAC TC A 
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AGGAGATGTGGTTCTTCTTAGTCCTGCCAATGCTAGCTGGGATATGTATGCTAACTTTGAAGTACGTGG 
CGAC C TC TTT ATC GAC AC AGTAGC GGAGTTAAAAGAA 



SP067 amino acid (SEQ ID NO: 110) 

GITGSNGKTTTTTMIGEVLTAAGQHGLLSGNIGYPASQVAQIASDKDTLVMELSSFQLMGVQEFHPEIA 
VITNLMPTHIDYHGSFSEYVAAKWNIQNKM^ 

LEDGQLYFRGEVVMAANEIGVPGSHNVENALATIAVAKLRDVDNQTIKETLSAFGGVKHRLQFVDDIKG 
VKFYNDSKSTNILATQKALSGFDNSKWLIAGGLDRGNEFDELVPDITGLKKMVILGQSAERVKRAADK 
AGVAYVEATDI ADATRKAYELATQGDWLLS PANASWDMYANFEVRGDLF IDTVAELKE 

SP068 nucleotide (SEQ ID NO: 111) 

AAGTTCATCGAAGATGGTTGGGAAGTCCACTATATCGGGGACAAGTGTGGTATCGAACACCAAGAAATC 
CTTAAGTCAGGTTTGGATGTCACCTTCCATTCTATTGCGACTGGAAAATTGCGTCGCTATTTCTCTTGG 
CAAAATATGCTGGACGTCTTCAAAGTTGGTTGGGGAATTGTCCAATCGCTCTTTATCATGTTGCGACTG 
CGTCCACAGACCCTTTTTTCAAAGGGGGGCTTTGTCTCAGTACCGCCTGTTATCGCTGCGCGTGTGTCA 
GGAGTGCCTGTCTTTATTCACGAATCTGACCTGTCTATGGGCTTGGCCAATAAAATCGCCTATAAATTT 
GCGACTAAGATGTATTCAACCTTTGAACAAGCTTCGAGTTTGGCTAAGGTTGAGCATGTGGGAGCGG 

SP068 amino acid (SEQ ID NO: 112) 

SSSKMVGKSTISGTSWSNTKKSLSQVWMSPSILLRLENCVAISLGKICWTSSKLVGELSNRSLSCCDC 
VHRPFFQRGALSQYRLLSLRVCQECLSLFTNLTC 

SP069 nucleotide (SEQ ID NO:113) 

ATCGCTAGCTAGTGAAATGCAAGAAAGTACACGTAAATTCAAGGTTACTGCTGACCTAACAGATGCCGG 
TGTTGGAACGATTGAAGTTCCTTTGAGCATTGAAGATTTACCCAATGGGCTGACCGCTGTGGCGACTCC 
GCAAAAAATTACAGTCAAGATTGGTAAGAAGGCTCAGAAGGATAAGGTAAAGATTGTACCAGAGATTGA 
C CCTAGTC AAATTGATAGTC GGGTAC AAATT GAAAATGTC ATGGTGTC AGATAAAGAAGTGTCTATTAC 
GAGTGACCAAGAGACATTGGATAGAATTGATAAGATTATCGCTGTTTTGCCAACTAGCGAACGTATAAC 
AGGTAATTAC AGTGGTTC AGTAC C TTTGCAGGCAATC GAC CGC AATGGTGTTGTC TTAC CGGC AGTTAT 
CACTCCGTTTGATACAATAATGAAGGTGACTACAAAACCAGTAGCACCAAGTTCAAGCACATCAAATTC 
AAGTAC AAGC AGTTC ATC GGAGAC ATCTTC GTC AAC GAAAGC AACTAGTTC AAAAAC GAAT 

SP069 amino acid (SEQ ID NO: 114) 

SLASEMQESTRKFKVTADLTDAGVGTIEVPLSIEDLPNGLTAVATPQKITVKIGKKAQKDKVKIVPEID 
PSQIDSRVQIENVMVSDKEVSITSDQETLDRIDKIIAVLPTSERITGNYSGSVPLQAIDRNGWLPAVI 
TPFDTIMKVTTKPVAPSSSTSNSSTSSSSETSSSTKATSSKTN 

SP070 nucleotide (SEQ ID NO:115) 

GCACCAGATGGGGCACAAGGTTCAGGGATCAGATGTTGAAAAGTACTACTTTACCCAACGCGGTCTTGA 
GC AGGC AGGAATTAC CATTC TTCCTTTTGATGAAAAAAATCTAGACGGTGATATGGAAATTATC GCTGG 
AAATGC CTTTC GTC C AGATAAC AAC GTCGAAATTGCCTATGCGGACC AAAATGGTATC AGC T ACAAAC G 
TTAC C ATGAGTTTC TAGGTAGCTTTATGC GTGAC TTTGTTAGCATGGGAGTAGC AGGAGCAC ATGGAAA 
AACTTCAACGACAGGTATGTTGTCTCATGTCTTGTCTCACATTACAGATACCAGCTTCTTGATTGGAGA 
TGGGACAGGTCGTGGTTCGGCCAATGCCAAATATTTTGTCTTTGAATCTGACGAATATGAGCGTCACTT 
C ATGCCTTACC ACC C AGAATACTCTATTATC ACC AACATTGAC TTTGAC CATC C AGATT ATTTC AC AAG 
TCTCGAGGATGTTTTTAATGCCTTTAACGACTATGCCAAACAAATCACCAAGGGTCTTTTTGTCTATGG 
TGAAGATGCTGAATTGCGTAAGATTACGTCTGATGCACCAATTTATTATTATGGTTTTGAAGCTGAAGG 
C AATGACTTTGT AGC TAGTGATCTTCTTCGTTCAAT AAC TGGTTC AAC CTTC ACC GTTC ATTTC CGTGG 
ACAAAACTTGGGGCAATTCCACATTCCAACCTTTGGTCGTCACAATATCATGAATGCGACAGCCGTTAT 
TGGTCTTCTTTACACAGCAGGATTTGATTTGAACTTGGTGCGTGAGCACTTGAAAACATTTGCCGGTGT 
TAAAC GTC GTTTC AC TGAGAAAATTGTC AATGAT AC AGTGATTATC GATGACTTTGCC CACC ATC C AAC 
AGAAATTATTGC GACCTTGGATGC GGCTC GTC AGAAATAC CCAAGC AAGGAAATTGTAGC AGTCTTTC A 
ACCGCATACCTTTACAAGAACCATTGCCTTGTTGGACGACTTTGCCCATGCTTTAAACCAAGCAGATGC 
TGTTT ATCT AGCGCAAATTTATGGCTC GGC TCGTGAAGTAGATC ATGGTGAC GTT AAGGTAGAAGACC T 
AGC CAACAAAATCAACAAAAAAC ACC AAGTGATTAC TGTTGAAAAT GTTTC TC CAC TCCTAGAC CATGA 
CAATGCTGTTTACGTCTTTATGGGAGCAGGAGACATCCAAACCTATGAATACTCATTTGAGCGTCTCTT 
GTC T AAC TTGAC AAGC AATGTTC AA 
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SP070 amino acid (SEQ ID NO: 116) 

-HQMGHKVQGSDVEKYYFTQRGLEQAGITI^ 

YHEFLGSFMRDFVSMGVAGAHGKTSTTGMLSHVLSHITDTSFLIGDGTGRGSANAKYFVFESDEYERHF 
MPYHPEYSIITNIDFDHPDYFTSLEDVFNAFNDYAKQITKGLFVYGEDAELRKITSDAPIYYYGFSAEG 
NDFVASDLLRSITGSTFTVHFRGQNLGQFHIPTFGRHNIMNATAVIGLLYTAGFDLNLVREHLKTFAGV 
KRRFTEKIV1SFDTVIIDDFAHHPTEIIATLDAARQKYPSKEIVAVFQPHTFTRTIALLDDFAHALNQADA 
WLAQ I YGS AREVDHGDVKVEDL ANKINKKHQVITVENVS PLLDHDNAVYVFMGAGD I QT YE YS FERLL 
SNLTSNVQ 

SP071 nucleotide (SEQ ID NO: 117) 

TTTTAACCCAACTGTTGGTACTTTCCTTTTTACTGCAGGATTGAGCTTGTTAGTTTTATTGGTTTCTAA 
AAGGGAAAATGGAAAGAAACGACTTGTTCATTTTCTGCTGTTGACTAGCATGGGAGTTCAATTGTTGCC 
GGCCAGTGCTTTTGGGTTGACCAGCCAGATTTTATCTGCCTATAATAGTCAGCTTTCTATCGGAGTCGG 
GGAACATTTACCAGAGCCTCTGAAAATCGAAGGTTATCAATATATTGGTTATATCAAAACTAAGAAACA 
GGATAATAC AGAGCTTTC AAGGAC AGTTGATGGGAAAT AC TCTGCTC AAAGAGATAGTC AAC C AAAC TC 
TACAAAAACATCAGATGTAGTTCATTCAGCTGATTTAGAATGGAACCAAGGACAGGGGAAGGTTAGTTT 
AC AAGGTGAAGC ATC AGGGGATGATGGAC TTTCAGAAAAATC TTC TATAGC AGC AGACAATCTATCTTC 
TAATGATTCATTCGCAAGTCAAGTTGAGCAGAATCCGGATCACAAAGGAGAATCTGTAGTTCGACCAAC 
AGTGCCAGAACAAGGAAATC CTGTGTCTGCTACAACGGTGC AGAGTGC GGAAGAGGAAGTATTGGCGAC 
GAC AAATGATCGAC C AGAGTAT AAAC TTCC ATTGGAAAC C AAAGGC AC GC AAGAACC CGGTC ATGAGGG 
TGAAGC CGC AGTC C GTGAAGACTTACC AGTCTAC ACTAAGCC ACTAGAAAC CAAAGGTAC AC AAGGAC C 
C GGAC ATGAAGGTGAAGCTGC AGTTC GCGAGGAAGAAC C AGC TTAC AC AGAAC C GTTAGC AAC GAAAGG 
C AC GC AAGAGC C AGGTCATGAGGGC AAAGCTAC AGTC C GC GAAGAGAC TCT AGAGTAC AC GGAACC GGT 
AGC GAC AAAAGGCAC AC AAGAAC C C GAAC ATGAGGGC GAaCGGs C AGTAGAAGAAGAACTTC C GGC TTT 
AGAGGTCACTACACGAAATAGAACGGAAATCCAGAATATTCCTTATACAACAGAAGAAATTCAGGATCC 
AACACTTCTGAAAAATCGTCGTAAGATTGAACGAC AAGGGC AAGC AGGGAC AC GTACAATTCAATATGA 
AGACT AC ATC GTAAATGGTAATGTC GTAGAAAC TAAAGAAGTGTC ACGAACTGAAGTAGC TC CGGTC AA 
CGAAGTCGTTAAAGTAGGAACACTTGTGAAAGTTAAACCTACAGTAGAAATTACAAACTTAACAAAAGT 
T GAG AAC AAAAAATCTAT AAC TGTAAGTTAT AACTTAATAGAC ACTAC CTC AGC ATATGTTTC TGC AAA 
AACGC AAGTTTTCCATGGAGAC AAGC TAGTTAAAGAGGTGGAT ATAGAAAATCC TGCC AAAGAGC AAGT 
AATATCAGGTTT AGATTAC TAC AC AC CGTATAC AGTTAAAAC AC ACCTAACTTATAATTTGGGTGAAAA 
TAATGAGGAAAATACTGAAACATCAACTCAAGATTTCCAATTAGAGTATAAGAAAATAGAGATTAAAGA 
TATTGATTCAGTAGAATTATACGGTAAAGAAAATGATCGTTATCGTAGATATTTAAGTCTAAGTGAAGC 
GCC GACTGATAC GGCTAAATACTTTGTAAAAGTGAAATC AGATG GC TTC AAAGAAATGTACCTAC CTGT 
AAAATCTATTACAGAAAATACGGATGGAACGTATAAAGTGACGGTAGCCGTTGATCAACTTGTCGAAGA 
AGGT AC AGAC GGTTAC AAAGATGATTACAC ATTTACTGTAGCTAAATC TAAAGC AGAGC AAC C AGGAGT 
TTACACATCCTTTAAACAGCTGGTAACAGCCATGCAAAGCAATCTGTCTGGTGTCTATACATTGGCTTC 
AGATATGAC C GC AGATGAGGTGAGCTTAGGC GATAAGC AGAC AAGTT ATC TCAC AGGTGC ATTTACAGG 
GAGC TTGATCGGTTCTGATGGAACAAAATC GTATGC C ATTTATGATTTGAAGAAAC CATTATTTGATAC 
ATTAAATGGTGCTAC AGTTAGAGATTTGGATATTAAAAC TGTTTCTGCTGATAGTAAAGAAAATGTC GC 
AGCGC TGGC GAAGGC AGC GAATAGC GCGAATATTAATAATGTTGCAGTAGAAGGAAAAATCTC AGGTGC 
GAAATCTGTTGC GGGATTAGTAGC GAGCGC AAC AAATAC AGTGAT AGAAAAC AGCTC GTTT ACAGGGAA 
ACTTATC GCAAATC AC C AGGACAGTAAT AAAAATGATACTGGAGGAATAGT AGGT AATAT AAC AGGAAA 
TAGTTCGAGAGTTAATAAAGTTAGGGTAGATGC CTTAATC TCTACTAATGC AC GC AATAAT AAC C AAAC 
AGCTGGAGGGATAGTAGGTAGATTAGAAAATGGTGCATTGATATCTAATTCGGTTGCTACTGGAGAAAT 
AC GAAATGGTCAAGGATATTC TAGAGTC GGAGGAATAGTAGGATC TAC GTGGC AAAACGGTCGAGTAAA 
TAATGTTGTGAGTAACGTAGATGTTGGAGATGGTTATGTTATCACCGGTGATCAATACGCAGCAGCAGA 
TGTGAAAAATGCAAGTACATCAGTTGATAATAGAAAAGCAGACAGATTCGCTACAAAATTATCAAAAGA 
C C AAATAGACGC GAAAGTTGCTGATTATGGAATC ACAGTAACTC TTGATGATACTGGGC AAGATTTAAA 
AC GTAATCTAAGAGAAGTTGATT ATACAAGACT AAATAAAGCAGAAGC TGAAAGAAAAGTAGC TTATAG 
C AAC ATAGAAAAACTGATGC C ATTC T AC AATAAAGAC C TAGTAGTTC AC TATGGTAAC AAAGTAGC GAC 
AACAGATAAACTTTACACTACAGAATTGTTAGATGTTGTGCCGATGAAAGATGATGAAGTAGTAACGGA 
TATTAATAATAAGAAAAATTCAATAAATAAAGTTATGTTACATTTCAAAGATAATACAGTAGAATACCT 
AGATGTAACATTCAAAGAAAACTTCATAAACAGTCAAGTAATCGAATACAATGTTACAGGAAAAGAATA 
TAT ATTC ACAC C AGAAGC ATTTGTTTC AGACTAT AC AGC GATAACGAATAAC GTACTAAGC GACTTGC A 
AAATGTAACACTTAAC 



SP071 amino acid (SEQ ID NO:118) 



Table 1 74 

FNPTVGTFLFTAGLSLLVLLVSKRENGKKRLVHFLLLTSMGVQLLPASAFGLTSQILSAYNSQLSIGVG 
EHLPEPLKIEGYQYIGYIKTKKQDNTELSRTVDGKYSAQRDSQPNSTKTSDWHSADLEWNQGQGKVSL 
QGEASGDDGLSEKSSIAADNLSSNDSFASQVEQNPDHKGESVWPTVPEQGNPVSATTVQSAEEEVLAT 
TNDRPEYKLPLETKGTQEPGHEGEAAVREDLPVYTKPLETKGTQGPGHEGEAAVREEEPAYTEPLATKG 
TQEPGHEGKATVREETLEYTEPVATKGTQEPEHEGERXVEEELPALEVTTRNRTEIQNIPYTTEEIQDP 
TLLKNRRKI ERQGQAGTRT I Q YED YI VTSTGNWETKEVS RTEVAPVNEWKVGTLVKVKPTVE I TNLTKV 
ENKKSITVSYNLIDTTSAWSAKTQVFHGDKLVKEVDIEWPAKEQVISGLDYYTPYTVKTHLTYNLGEN 
NEENTETSTQDFQLEYKKIEIKDIDSVELYGKENDRYRRYLSLSEAPTDTAKYFVKVKSDRFKEMYLPV 
KSITENTDGTYKVTVAVDQLVEEGTDGYKDDYTFTVAKSKAEQPGVYTSFKQLVTAMQSNLSGVYTLAS 
DMTADEVSLGDKQTSYLTGAFTGSLIGSDGTKSYAIYDLKKPLFDTLNGATVRDLDIKTVSADSKENVA 

ALAKAANSANINWAVEGKISGAKSVA^ 
SSRWKVRVDALI STNARJOTSTQTAGGIVGRLENGALI SNS 
IWVSNVDVGDGWITGDQYAAADVKNASTSVDNRKADRFATKLS 
RNLREVDYTRLNKAEAERKVAYSNIEKLMPFYNKDLVVHYGNKVATTDKL 

INNKKNS INKVMLHFICDNTVEYLDVTFKENF INSQVI E YNVTGKEYI FT PE AFVSDYTAITNWLSDLQ 
NVTLN 

SP072 nucleotide (SEQ ID NO: 119) 

TTTTAACCCAACTGTTGGTACTTTCCTTTTTACTGCAGGATTGAGCTTGTTAGTTTTATTGGTTTCTAA 
AAGGGAAAATGGAAAGAAACGACTTGTTCATTTTCTGCTGTTGACTAGCATGGGAGTTCAATTGTTGCC 
GGCCAGTGCTTTTGGGTTGACCAGCCAGATTTTATCTGCCTATAATAGTCAGCTTTCTATCGGAGTCGG 
GGAAC ATTTAC C AGAGC CTC TGAAAATC GAAGGTTATC AAT ATATTGGTT ATATC AAAACT AAGAAAC A 
GGAT AATAC AGAGCTTTC AAGGACAGTTGATGGGAAATAC TCTGCTC AAAGAGATAGTC AAC C AAACTC 
TACAAAAACATCAGATGTAGTTCATTCAGCTGATTTAGAATGGAACCAAGGACAGGGGAAGGTTAGTTT 
ACAAGGTGAAGCATCAGGGGATGATGGACTTTCAGAAAAATCTTCTATAGCAGCAGACAATCTATCTTC 
TAATGATTCATTCGCAAGTCAAGTTGAGCAGAATCCGGATCACAAAGGAGAATCTGTAGTTCGACCAAC 
AGTGC C AGAAC AAGGAAATC CTGTGTC TGCTAC AACGGTGC AGAGTGC GGAAGAGGAAGTATTGGC GAC 
GACAAATGATC GACC AGAGTATAAACTTC C ATTGGAAAC C AAAGGC ACGC AAGAAC CC GGTC ATGAGGG 
TGAAGCC GC AGTCC GTGAAGACTTAC C AGTCTAC ACT AAGCC ACTAGAAACCAAAGGTAC AC AAGGAC C 
C GGAC ATGAAGGTGAAGCTGC AGTTC GC GAGGAAGAAC CAGCTTAC AC AGAAC C GTTAGC AAC GAAAGG 
C AC GCAAGAGC C AGGTC ATGAGGGC AAAGCTAC AGTC C GCGAAGAGACTCT AGAGTACAC GGAAC CGGT 
AGC GAC AAAAGGCACAC AAGAAC C C GAACATGAGGGCGAaC GG s C AGTAGAAGAAGAACTTCC GGCTTT 
AGAGGTCACTAC AC GAAAT AGAAC GGAAATC C AGAATATTC C TTATAC AAC AGAAGAAATTC AGGATC C 
AACACTTCTGAAAAATCGTCGTAAGATTGAACGACAAGGGCAAGCAGGGACACGTACAATTCAATATGA 

AGACTACATC GT AAATGGTAATGTCGTAGAAAC TAAAGAAGTGTC AC GAACTGAAGTAGCTC C GGTC AA 
CGAAGTCGTTAAAGTAGGAACACTTGTGAAAGTTAAACCTACAGTAGAAATTACAAACTTAACAAAAGT 
TGAGAAC AAAAAATC TATAAC TGTAAGTTATAACTTAATAGACAC TACCTCAGC AT ATGTTTCTGCAAA 
AAC GC AAGTTTTC CATGGAGAC AAGC TAGTTAAAGAGGTGGATATAGAAAATCCTGC CAAAGAGC AAGT 
' AATATC AGGTTTAGATTACTAC AC AC C GTATAC AGTTAAAAC AC AC CTAACTTAT AATTTGGGTGAAAA 
TAATGAGGAAAATACTGAAACATCAACTCAAGATTTCCAATTAGAGTATAAGAAAATAGAGATTAAAGA 
TATTGATTCAGTAGAATTATAC GGT AAAGAAAATGATCGTT ATC GTAGA 

SP072 amino acid (SEQ ID NO:120) 

FNPTVGTFLFTAGLSLLVLLVSKRENGKKRLVHFLLLTSMGVQLLPASAFGLTSQILSAYKSQLSIGVG 
EHLPEPLKIEGYQYIGYIKTKKQDNTELSRTVDGKYSAQRDSQPNSTKTSDWHSADLEWNQGQGKVSL 
QGEASGDDGLSEKSSIAADl^SSISroSFASQVEQNPDHKGESVVRPTVPEQGNPVSATTVQSAEEEVLAT 
TNDRPEYKLPLETKGTQEPGHEGEAAVREDLPVYTKPLETKGTQGPGHEGEAAVREEEPAYTEPLATKG 
TQEPGHEGKATVREETLEYTEPVATKGTQEPEHEGERXVEEELPALEVTTRHRTEIQNIPYTTEEIQDP 
TLLKNRRKIERQGQAGTRTIQYEDYIWGNWETKEVSRTEVAPWEWKVGTLVKVKPTVEITlSrLTKV 
ENKKSITVSYlSnLIDTTSAWSAKTQVFHGDKLVKEVDIENPAKEQVISGLDYYTPYTVKTHLTYNLGEN 
NEENTETSTQDFQLEYKKIEIKDIDSVELYGKEMDRYRR 

SP073 nucleotide (SEQ ID NO:121) 

TC GTAGATATTT AAGTCTAAGTGAAGC GCC GACTGATAC GGCTAAATACTTTGTAAAAGTGAAATCAGA 
TC GCTTC AAAGAAATGTACCTACC TGTAAAATCTATTAC AGAAAATACGGATGGAAC GTATAAAGTGAC 
GGTAGC C GTTGATC AACTTGTC GAAGAAGGTAC AGACGGTTAC AAAGATGATTAC ACATTTACTGTAGC 
TAAATCTAAAGC AGAGCAAC C AGGAGTTTAC AC ATCCTTT AAAC AGCTGGTAAC AGC C ATGC AAAGC AA 
TC TGTCTGGTGTCTATAC ATTGGCTTC AGATATGAC CGCAGATGAGGTGAGC TTAGGCGATAAGC AGAC 
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AAGTTATCTCACAGGTGCATTTACAGGGAGCTTGATCGGTTCTGATGGAACAAAATCGTATGCCATTTA 
TGATTTGAAGAAACCATTATTTGATACATTAAATGGTGCTACAGTTAGAGATTTGGATATTAAAACTGT 
TTCT GC TGATAGT AAAGAAAATGTC GC AGCGC TGGC GAAGGC AGC GAATAGCGC GAATATTAATAATGT 
TGCAGTAGAAGGAAAAATCTCAGGTGCGAAATCTGTTGCGGGATTAGTAGCGAGCGCAACAAATACAGT 
GATAGAAAACAGCTCGTTTAGAGGGAAACTTATCGCAAATCACCAGGACAGTAATAAAAATGATACTGG 
AGGAATAGTAGGTAAT ATAAC AGGAAAT AGTTC GAGAGTTAAT AAAGTT AGGGTAGATGC CTTAATCTC 
TACT AATGC AC GC AAT AAT AAC C AAAC AGC TGGAGGGAT AGT AGGTAGATT AGAAAATGGTGC ATT GAT 
ATCTAATTC GGTTGCTACTGGAGAAATAC GAAATGGTC AAGGATATTCTAGAGTC GGAQGAAT AGT AGG 
ATC TAC GTGGCAAAAC GGTC GAGTAAATAATGTTGTGAGT AAC GT AGATGTTGGAGATGGTTATGTT AT 
CACCGGTGATCAATACGCAGCAGCAGATGTGAAAAATGCAAGTACATCAGTTGATAATAGAAAAGCAGA 
C AGATTC GCT AC AAAATTATC AAAAGACC AAAT AGAC GC GAAAGTTGCTGATT ATGGAATC AC AGTAAC 
TCTTGATGATACTGGGCAAGATTTAAAACGTAATCTAAGAGAAGTTGATTATACAAGACTAAATAAAGC 
AGAAGCTGAAAGAAAAGT AGC TTATAGC AAC ATAGAAAAAC TGATGC C ATTC TAC AATAAAGACCT AGT 
AGTTC AC TATGGTAAC AAAGT AGC GAC AAC AGATAAACTTTAC ACTAC AGAATTGTTAGATGTTGTGC C 
GATGAAAGATGATGAAGTAGTAACGGATATTAATAATAAGAAAAATTCAATAAATAAAGTTATGTTACA 
TTTCAAAGATAATACAGTAGAATACCTAGATGTAACATTCAAAGAAAACTTCATAAACAGTCAAGTAAT 
C GAATAC AATGTTAC AGGAAAAGAATATATATTC AC AC C AGAAGC ATTTGTTTC AGACTAT ACAGC GAT 
AAC GAATAACGTACTAAGC GAC TTGC AAAATGTAAC ACTTAAC 

SP073 amino acid (SEQ ID NO: 122) 

RRYLSLSEAPTDTAKYFVKVKSDRFKEMYLPVKSITENTDGTYKVTVAVDQLVEEGTDGYKDDYTFTVA 
KSKAEQPGWTSFKQLVTAMQSMLSGVYTLASDMTADEVSLGDKQTSYLTGAFTGSLIGSDGTKSYAIY 
DLKKPLFDTLNGATVRDLDI KTVS AD SKEWA 

IENS SFTGKL I ANHQD SNKNDTGGI VGNITGNS SRVNKVRVDAL I STNARJSfNNQT AGGIVGRLENGAL I 
SNSVATGE I RNGQGYS RVGG I VGS TWQNGRVNIXTVVSNVDV^ SVDNRKAD 
RFATKLSKDQIDAKVADYGITVTLDDTGQDLKR^ 
VHYGNKVATTDKLYTTELLDWPMKDDEWTDIISnsrKKNSINKVMLHF 
EY1WTGKEYIFTPEAFVSDYTAITNNVLSDLQNVTLN 

SP074 nucleotide (SKQ ID NO:123) 

CTTTGGTTTTGAAGGAAGTAAGCGTGGACAATTTGCTGTAGAAGGAATCAATCAACTTCGTGAGCATGT 
AGACACTCTATTGATTATCTCAAACAACAATTTGCTTGAAATTGTTGATAAGAAAACACCGCTTTTGGA 
GGCTC TT AGC GAAGCGGATAACGTTCTTC GTC AAGGTGTTC AAGGGATTACC GATTTGATTAC C AATC C 
AGGATTGATTAACCTTGACTTTGC CGATGTGAAAAC GGTAATGGCAAACAAAGGGAATGCTCTTATGGG 
TATTGGTATCGGTAGTGGAGAAGAACGTGTGGTAGAAGCGGCACGTAAGGCAATCTATTCACCACTTCT 
TGAAAC AACTATTGAC GGTGCTGAGGATGTTATC GTC AAC GTTACTGGTGGTCTTGACTTAAC CTTGAT 
TGAGGC AGAAGAGGCTTC ACAAATTGTGAAC C AGGC AGCAGGTC AAGGAGTGAACATC TGGCTC GGTAC 
TTC AATTGATGAAAGTATGC GTGATGAAATTCGTGTAAC AGTTGTTGC AACGGGTGTTC GTC AAGACC G 
CGTAGAAAAGGTTGTGGCTC C AC AAGCTAGATCTGC TACTAACTAC CGTGAGAC AGTGAAAC C AGCTC A 
TTCAC ATGGCTTTGATC GTC ATTTTGAT ATGGCAGAAAC AGTTGAATTGC C AAAAC AAAATCCAC GTC G 
TTTGGAACC AAC TC AGGC ATC TGC TTTTGGTGATTGGGATCTTCGC CGTGAATC GATTGTTCGTAC AAC 
AGATTC AGTCGTTTCTCCAGTCGAGC GCTTTGAAGC C C CAATTTC AC AAGATGAAGATGAATTGGAT AC 
ACCTCCATTTTTCAAAAATCGT 

SP074 amino acid (SEQ ID NO:124) 

FGFEGSKRGQFAVEGINQLREHVDTLL 1 1 SNNNLLEIVDKKTPLIiEALSEADNVXjRQGVQGITDLITNP 

GLINLDFADVKTVMANKGNALMGIGIGSGEERWEAARKAIYSPLLETTIDGAEDVIV1WT 

EAEEASQIVNQAAGQGVNIWLGTSIDESMRDEIRVTVVATGVRQDRVEKVVA 

SHGFDRHFDMAETVELPKQNPRRLEPTQASAFGDWDLRRESIVRTTDSWSPVERFEAPISQDEDELDT 
PPFFKNR 

SP07 5 nucleotide (SEQ ID NO: 125) 

CTAC TACC TC TC GAGAGAAAGTGAC CTAGAGGTGAC C GTTTTTGAC C ATGAGC AAGGTC AAGCCACC AA 
GGCCGCAGCAGGAATTATCAGTCCTTGGTTTTCCAAACGCCGTAATAAAGCCTGGTACAAGATGGCGCG 
CTTGGGGGCTGATTTTTATGTGGATTTATTAGCTGATTTAGAGAAATCAGGACAAGAAATCGACTTTTA 

■ CCAGCGTTCGGGAGTCTTTCTCTTGAAAAAGGATGAATCCAATTTGGAAGAACTTTATCAACTGGCCCT 

CCAGCGCAGAGAAGAATCTCCCTTGATAGGGCAATTAGCCATTCTGAACCAAGCCTCAGCTAATGAATT 
ATTCCCTGGTTTGCAGGGATTTGACCGCCTGCTCTATGCTTCTGGTGGAGCGAGAGTAGATGGCCAACT 
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TTTAGTGACTCGTTTGCTGGAAGTCAGTCATGTCAAGCTGGTCAAAGAAAAAGTGACTCTGACACCGTT 
AGCATCAGGCTACCAGATTGGTGAAGAGGAGTTTGAGCAGGTTATTTTGGCGACGGGAGCTTGGTTGGG 
GGAC ATGTT AGAGC C TTTAGGTTATGAAGTGGATGTC CGTC C TC AAAAAGGACAACTAC GAGATTATC A 
GCTTGCCCAAGACATGGAAGATTACCCTGTTGTCATGCCAGAAGGGGAGTGGGATTTGATTCCCTTTGC 
AGGTGGGAAATTATC CTTAGGCGC T AC C C AC GAAAATGAC ATGGGATTTGATTTGAC GGT AGATGAAAC 
CTTGCTCCAACAAATGGAGGAGGCCACCTTGACTCACTATCTGATTTTGGCTGAAGCTACTTCAAAATC 
TGAGCGTGTTGGAATCCGTGCCTACACCAGTGATTTCTCTCCTTTCTTTGGGCAGGTGCCTGACTTAAC 
TGGTGTCTATGCAGCCAGTGGACTAGGTTCATCAGGCCTCACAACTGGTCCTATCATTGGTTACCATCT 
AGCCCAACTGATCCAAGACAAGGAGTTGACCTTGGACCCTCTAAATTACCCAATTGAAAACTATGTCAA 

AC GAG T AAAAAGC GAA 

SP075 amino acid ( SEQ ID NO: 126) 

YYLSRESDLEVTVFDHEQGQATKAAAGIISPWFSKRRNKAWYKMA^ 

QRSGVFLLKKDESNLEELYQLALQRREESPLIGQLAILNQASANELFPGLQGFDRLLYASGGARVDGQL 
LVTRLLEVSHVKLVKEKVTLTPLASGYQIGEEEFEQVILATGAWLGDMLEPLGYEVDVRPQKGQLRDYQ 
LAQDMEDYPWMPEGEWDLIPFAGGKLSLGATHENDMGFDLTVDETLLQQMEEATLTHYLILAEATSKS 
ERVGIRAYTSDFSPFFGQVPDLTGVYAASGLGSSGLTTGPIIGYHLAQLIQDKELTLDPLNYPIENYVK 

RVKSE 

SP076 nucleotide (SEQ ID NO:127) 

TAAGGTC AAAAGTCAGAC CGC TAAGAAAGTGC TAGAAAAGATTGGAGCTGACTCGGTTATCTC GC C AGA 
GTATGAAATGGGGCAGTCTCTAGCACAGACCATTCTTTTCCATAATAGTGTTGATGTCTTTCAGTTGGA 
TAAAAATGTGTCTATCGTGGAGATGAAAATTCCTCAGTCTTGGGCAGGTCAAAGTCTGAGTAAATTAGA 
CC TC C GTGGC AAATAC AATCTGAATATTTTGGGTTTC C GAGAGC AGGAAAATTCC C CATTGGATGTTGA 
ATTTGGACCAGATGACCTCTTGAAAGCAGATACCTATATTTTGGCAGTCATCAACAACCAGTATTTGGA 

TACCCTA 

SP076 amino acid (SEQ ID NO: 128) 

KVKSQTAKKVLEKIGADSVISPEYEMGQSLAQT^ 

LRGKYNLNILGFREQENSPLDVEFGPDDLLKADTYILAVINNQYLDTL 
SP077 nucleotide (SEQ ID NO: 129) 

TGAC GGGTC TC AGGATCAGACTC AGGAAATC GCTGAGTGTTTAGCTAGC AAGTATC CTAATATCGTTAG 
AGCCATCTATCAGGAAAATAAATGCCATGGCGGTGCGGTCAATCGTGGCTTGGTAGAGGCTTCTGGGCG 
C TATTTTAAAGTAGTTGACAGTGATGACTGGGTGGATC CTC GTGC CTAC TTGAAAATTCTTGAAACTTG 
CAGGAACTTGAGAGCAAAGGTCAAGAGGTGGATGTCTTTG 

SP077 amino acid (SEQ ID NO: 130) 

DGSQDQTQEIAECLASKYPNIVRAIYQENKCHGGAV 
RNLRAKVKRWMSL 

SP078 nucleotide (SEQ ID NO: 131) 

TAGAGGC TTTGCC AAATGGTGGGAAGGGC AC GAGC GTCGAAAAGAGGAAC GCTTTGTC AAAC AAGAAGA 
AAAAGC TC GCC AAAAGGC TGAGAAAGAGGC TAGATTAGAAC AAGAAGAGACTGAAAAAGCCTTACTCGA 
TTTGCCTCCTGTTGATATGGAAACGGGTGAAATTCTGACAGAGGAAGCTGTTCAAAATCTTCCACCTAT 
TC C AGAAGAAAAGTGGGTGGAAC C AGAAATC ATCC TGC CTC AAGC TGAACTTAAATTCC CTGAAC AGGA 
AGATGACTCAGATGACGAAGATGTTCAGGTCGATTTTTCAGCCAAAGAAGCCCTTGAATACAAACTTCC 
AAGCTTAC AACTC TTTGCAC CAGATAAACC AAAAGATC AGTCTAAAGAGAAGAAAATTGTCAGAGAAAA 
TATCAAAATCTTAGAAGCAACCTTTGCTAGCTTTGGTATTAAGGTAACAGTTGAACGGGCCGAAATTGG 
GCCATCAGTGACCAAGTATGAAGTCAAGCCGGCTGTTGGTGTAAGGGTCAACCGCATTTCCAATCTATC 
AGATGACCTCGCTCTAGCCTTGGCTGCCAAAGATGTCCGGATTGAAGCACCAATCCCTGGGAAATCCCT 
AATCGGAATTGAAGTGCCCAACTCCGATATTGCCACTGTATCTTTCCGAGAACTATGGGAACAATCGCA 
AACGAAAGC AGAAAATTTCTTGGAAATTC CTTTAGGGAAGGCTGTTAATGGAAC CGC AAGAGCTTTTGA 
C CTTTC TAAAATGC CC C ACTTGCTAGTTGC AGGTTC AAC GGGTTC AGGGAAGTC AGTAGC AGTTAAC GG 
C ATTATTGCTAGC ATTCTC ATGAAGGC GAGACC AGATC AAGTTAAATTTATGATGGTC GATC CC AAGAT 
GGTTGAGTTATCTGTTTACAATGATATTCCCCACCTCTTGATTCCAGTCGTGACCAATCCACGCAAAGC 
CAGCAAGGCTCTGCAAAAGGTTGTGGATGAAATGGAAAACCGTTATGAACTCTTTGCCAAGGTGGGAGT 
TC GGAATATTGCAGGTTTTAATGC C AAGGTAGAAGAGTTC AATTC CC AGTC TGAGTAC AAGC AAATTCC 
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GCTACCATTCATTGTCGTGATTGTGGATGAGTTGGCTGACCTCATGATGGTGGCCAGCAAGGAAGTGGA 
AGATGCTATCATCCGTCTTGGGCAGAAGGCGCGTGCTGCAGGTATCCACATGATTCTTGCAACTCAGCG 
TCCATCTGTTGATGTCATGTCTGGTTTGATTAAGGCCAATGTTCCATCTCGTGTAGCATTTGCGGTTTC 

ATC AGGAACAGACTCCCGTAC GATTTTGGATGAAAATGGAGCAGAAAAACTTCTTGGTC GAGGAGACAT 
GCTCTTTAAACGGATTGATGAAAATCATCCAGTTCGTCTCCAAGGCTCCTTTATCTGGGATGACGATGT 
TGAGCGCATTGTGAAC TTC ATC AAGAC TC AGGC AGATGC AGAC T AC GATGAGAGTTTTGATC C AGGTGA 
GGTTTC TGAAAATGAAGGAGAATTTTCGGATGGAGATGCTGGTGGTGATC C GCTTTTTGAAGAAGC TAA 
GTCTTTGGTTATCGAAACACAGAAAGCCAGTGCGTCTATGATTCAGCGTCGTTTATCAGTTGGATTTAA 
CCGTGCGACCCGTCTCATGGAAGAACTGGAGATAGCAGGTGTCATCGGTCCAGCTGAAGGTACCAAACC 
TCGAAAAGTGTTACAACAA 

SP078 amino acid (SEQ ID NO: 132) 

RGFAKWWEGHERRKEERFVKQEEKARQKAEKEARLEQEETEKALLDLPPVDMETGEILTEEAVQNLPPI 
PEEKWVEPEIXLPQAELKFPEQEDDSDDEDVQVDFSAKEALEYKLPSLQLFAPDKPKDQSKEKKIVREN 
IKILEATFASFGIKVTVERAEIGPSVTKYEVKPAVGVRWRXSNLSDDLALAIJVAKDVRIEAPIPGKSL 
IGIEVPNSDIATVSFRELWEQSQTKAENFLEIPLGKAVNGTARAFDLSKMPHLLVAGSTGSGKSVAVNG 
IIASILMKARPDQVKFMiyrroPKWELSVYNDIPHLLIPW 

RJSTIAGFNAKVEEFNSQSEYKQIPLPFIVVIVDELADLMMVASKEVEDAIIRLGQKARAA 
PSVDVISGLIKANVPSRVAFAVSSGTDSRTILDENGAEKLLGRGDMLFKPIDENHPVRLQGSFISDDDV 
ERIWFIKTQADADYDESFDPGEVSENEGEFSDGDAGGDPLFEEAKSLVIETQKASASMIQRRLSVGFN 
RATRLMEELEIAGVIGPAEGTKPRKVLQQ 

SP079 nucleotide (SEQ ID NO:133) 

TCAAAAAGAGAAGGAAAACTTGGTTATTGCTGGGAAAATAGGTCCAGAACCAGAAATTTTGGCCAATAT 
GTATAAGTTGC TGATTGAAGAAAATAC C AGC ATGAC TGC GACTGTTAAACCGAATTTTGGGAAGACAAG 
CTTCCTTTATGAAGCTCTGAAAAAAGGCGATATTGACATCTATCCTGAATTTACTGGTACGGTGACTGA 
AAGTTTGCTTCAACCATCACCCAAGGTGAGTCATGAACCAGAACAGGTTTATCAGGTGGCGCGTGATGG 
CATTGCTAAGCAGGATCATCTAGCCTATCTCAAACCCATGTCTTATCAAAACACCTATGCTGTAGCTGT 
TCCGAAAAAGATTGCTCAAGAATATGGCTTGAAGACCATTTCAGACTTGAAAAAAGTGGAAGGGCAGTT 
■ GAAGGC AGGTTTTAC AC TC GAGTTTAACGAC CGTGAAGATGGAAATAAGGGCTTGC AATC AATGTATGG 
TCTCAATCTCAATGTAGCGACCATTGAGCCAGCCCTTCGCTATCAGGCTATTCAGTCAGGGGATATTCA 
AATC ACGGATGC CTATTC GACTGATGCGGAATTGGAGC GTT ATGATTTAC AGGTCTTGGAAGATGAC AA 
GCAACTCTTCCCACCTTATCAAGGGGCTCCACTCATGAAAGAAGCTCTTCTCAAGAAACACCCAGAGTT 
GGAAAGAGTTC TTAATAC ATTGGC TGGTAAGATTAC AGAAAGC C AGATGAGC C AGCTC AACTAC C AAGT 
CGGTGTTGAAGGCAAGTCAGCAAAGCAAGTAGCCAAGGAGTTTCTCCAAGAACAAGGTTTGTTGAAGAA 

A 



SP079 amino acid (SEQ ID NO: 134) 

QKEKENLVIAGKIGPEPEILAJSnXTYKLLI^ 

SLLQPSPKVSHEPEQVYQVARDGIAKQDHLAYLKPMSYQNTYAVAVPKKIAQEYGLKTISDLKKVEGQL 
KAGFTLEFNDREDGNKGLQSMYGL3STLWATIEPALRYQAIQSGDIQITDAYSTDAELERYDLQVLEDDK 
QLFPP YQGAPLMKE ALLKKHPELERVLNTLAGKI TE S QMS QLNYQVGVEGKSAKQVAKEFLQEQGLLKK 

SP080 nucleotide (SEQ ID NO:135) 

AC GTTCTATTGAGGACC AC TTTGATTCAAAC TTCGAATTGGAATATAACCTC AAAGAAAAAGGGAAAAC 
AGATCTTTTGAAGCTAGTTGATAAAACAACTGACATGCGTCTGCATTTTATCCGCCAAACTCATCCACG 
CGGTCTCGGAGATGCTGTTTTGCAAGCCAAGGCTTTCGTCGGAAATGAACCTTTTGTCGTTATGCTTGG 
TGATGACTTGATGGATATCACAGACGAAAAGGCTGTTCCACTTACCAAACAACTCATGGATGACTACGA 
GCGTACCCACGCGTCTACTATCGCTGTCATGCCAGTCCCTCATGACGAAGTATCTGCTTACGGGGTTAT 
TGCTCCGCAAGGCGAAGGAAAAGATGGTCTTTACAGTGTTGAAACCTTTGTTGAAAAACCAGCTCCAGA 
GGAC GCTC CTAGC GAC CTTGCT ATTATC GGAC GC TAC CTCC TCACGC CTGAAATTTTTGAGATTCTC GA 
AAAGC AAGCTC CAGGTGC AGGAAATGAAATTC AGCTGACAGATGC AATC GAC ACC C TC AATAAAAC AC A 
ACGTGTATTTGCTCGTGAGTTCAAAGGGGCTCGTTACGATGTCGGAGACAAGTTTGGCTTCATGAAAAC 
ATC CATC GAC TACGC C CTC AAAC ACC CAC AAGTC AAAGATGATTTGAAGAATTACCTC ATC C AACTTGG 
AAAAGAATTGACTGAGAAGGAA ~ 
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SP080 amino acid (SEQ ID N0:136) 

RS I EDHFD SNFELEYNLKEKGKTDLLKLVDKTTDMRLHF I RQTHPRGLGD AVLQ AKAFVGNE PFWMLG 
DDLMDITDEKAVPLTKQLMDDYERTHASTIAVMPVPHDEVSAYGVIAPQGEGKDGLYSVETFVEKPAPE 
DAP S DLAI I GRYLLTPE I F EI LEKQAPGAGNE I QLTDAIDTLNKTQRVF AREFKGARYDVGDKFGFMKT 
SIDYALKHPQVKDDLKNYLIQLGKELTEKE 

SP081 nucleotide ( SEQ ID NO: 137) 

CGCTCAAAATACCAGAGGTGTTCAGCTAATCGAGCACGTTTCTCCTCAAATGTTGAAAGCCCAATTGGA 
GAGTGTCTTTTCTGATATTCCACCTCAGGCTGTAAAAACTGGAATGTTGGCTACTACTGAAATCATGGA 
AATCATCCAACGCTATCTTAAAAAACTGGATTGTCCCTATGTCCTTGATCCTGTTATGGTTGCTACAAG 
TGGAGATGCCTTGATTGACTCAAATGC TAGAGACTATCTG AAAACAAACTTACTAC CTCTAGCAACTAT 
TATTACGCCAAATCTTCCTGAAGCAGAAGAGATTGTTGGTTTTTCAATCCATGACCCGGAAGACATGCA 
GCGTGCTGGTCGCCTGATTTTAAAAGAATTTGGTCCTCAGTCTGTGGTTATCAAAGGCGGACATCTCAA 
AGGTGGTGCTAAAGATTTCCTCTTTACCAAGAATGAACAATTTGTCTGGGAAAGCCCACGAATTCAAAC 
CTGTCACACCCATGGTACT 

SP081 amino acid (SEQ ID NO: 138) 

AQNTRGVQLI EHVS PQiytLKAQLESVFSDIPPQAVKTGMLATTEIMEI I QPYLKKLDC PYVLDPVMVATS 
GDALIDSNARDYLKTNLLPLATIITPNLPEAEEIVGFSIHDPEDMQRAGRLILKEFGPQSWIKGGHLK 
GGAKDFLFTKNEQFVWESPRIQTCHTHGT 

SP082 nucleotide ( SEQ ID NO: 139) 

AATTGTACAATTAGAAAAAGATAGCAAATCAGACAAAGAACAAGTTGATAAACTATTTGAATCATTTGA 
TGCATCTTGAGATGAATCTATTTCTAAATTAAAAGAACTATCTGAAACTTCACTTAAAACCGATGCAGG 
TAAAGACTATCTTAATAACAAAGTCAAAGAATCATCTAAAGCAATTGTAGATTTTCATTTGCAAAAAGG 
TTTGGCTTATGATGTTAAAGATTCAGATGACAAATTTAAAGATAAAGCAACTCTTGAAACAAATGTAAA 
AGAAATTACAAAACAAATTGATTTTATCAAAAAAGTTGATGAAACTTTTAAACAAGAGAATTTGGAAGA 
AACTCTTAAATCTCTAAATGATCTTGTTGATAAATATCAAAAACAAATCGAACTTTTGAAGAAAGAAGA 
AGAAAAAGCTGCTGAAAAAGCTGCTGAAAAAGCAAAGGAATCTTCTAGTCAAAGTAATTCTTCTGGTAG 
TGCTTC TAATGAGTCTTAT AATGGATCTTC C AATTCAAATGTAGATTATAGTTC ATC TGAAC AAAC TAA 
TGGATATTCAAATAATTATGGCGGTCAAGATTATTCTGGTTCAGGAGATAGTTCAACAAATGGTGGATC 
ATC AGAACAATATTC ATC TAGC AATTC AAAC AGC GGAGCAAATAATGTCTAC AGATATAAAGGC ACTGG 
TGCTGACGGCTATCAAAGATACTACTACAAAGATCATAATAATGGAGATGTGTATGATGACGATGGAAA 
TTAC C TTGGGAAC TTTGGTGGCGGC ATTGC AGAACCTAGTCAAC GC 

SP082 amino acid (SEQ ID NO:140) 

IVQLEKDSKSDKEQVDKLFESFDASSDESISKLKELSETSLKTDAGKDYLNNKVKESSK^ 

LAYDVKDSDDKFKDKATLETOTKEITK^^ 
EKAAEKAAEKAKESSSQSNSSGSASNESYNGSSNSIWOT 

SEQYSS SNSNS GAISTOTYRYKGTGADGYQRYYYKDHNNGDVYDDDGNYLGNFGGGIAEPS QR 
SP083 nucleotide (SEQ ID NO:141) 

TCTGAC C AAGC AAAAAGAAGC AGTC AATGAC AAAGGAAAAGC AGC TGTTGTTAAGGTGGTGGAAAGC C A 
GGC AGAACTTTATAGCTTAGAAAAGAATGAAGATGCTAGCC TAAGAAAGTTAC AAGCAGATGGAC GC AT 
C ACGGAAGAACAGGC TAAAGCTT ATAAAGAATACAATGATAAAAATGGAGGAGC AAATC GT AAAGTC AA 
TGAT 

SP083 amino acid (SEQ ID NO: 142) 

LTKQKEAVNDKGKAAWKWESQAELYSLEK^^ 
D 

SP084 nucleotide (SEQ ID NO: 143) 

GTCCGGCTCTGTCCAGTCCACTTTTTCAGCGGTAGAGGAACAGATTTTCTTTATGGAGTTTGAAGAACT 

CTATC GGGAAAC C C AAAAAC GCAGTGTAGCC AGTC AGC AAAAGAC TAGTCTGAAC TTAGATGGGC AGAC 
GCTTAGCAATGGCAGTCAAAAGTTGCCAGTCCCTAAAGGAATTCAGGCCCCATCAGGCCAAAGTATTAC 
ATTTGAC CGAGC TGGGGGCAATTCGTC CCTGGCTAAGGTTGAATTTC AGAC C AGTAAAGGAGCGATTC G 
" " C TATCAATTATATCT AGGAAATGGAAAAATT AAAC GC ATTAAGGAAAC AAAAAAT 
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SP0 84 amino acid (SEQ IB NO: 144) 

SGSVQSTFSAVEEQIFFMEFEELYRETQKRSVASQQKTSLNLDGQTLSNGSQKLPVPKGIQAPSGQSIT 
FDRAGGNSSLAKVEFQTSKGAIRYQLYLGNGKIKRIKETKN 

SP085 nucleotide (SEQ ID NO:145) 

GGGACAAATTCAAAAAAATAGGCAAGAGGAAGCAAAAATCTTGCAAAAGGAAGAAGTCTTGAGGGTAGC 
TAAGATGGCCCTGCAGACGGGGCAAAATCAGGTAAGCATCAACGGAGTTGAGATTCAGGTATTTTCTAG 
TGAAAAAGGATTGGAGGTCTACCATGGTTCAGAACAGTTGTTGGCAATCAAAGAGCCA 

SP085 amino acid (SEQ ID NO:146) 

GQIQKNRQEEAKILQKEEVLRVAKMJU.QTGQNQVSINGVEIQVFSSEKGLEVYHGSEQLLAIKEP 
SP086 nucleotide (SEQ ID NO: 147) 

TCGCTACCAGCAACAAAGCGAGCAAAAGGAGTGGCTCTTGTTTGTGGACCAACTTGAGGTAGAATTAGA 
CCGTTCGCAGTTCGAAAAAGTAGAAGGCAATCGCCTATACATGAAGCAAGATGGCAAGGACATCGCCAT 
CGGTAAGTCAAAGTC AGATGATTTCC GTAAAAC GAATGCTC GTGGTCGAGGTTATCAGCCTATGGTTTA 
TGGACTC AAATC TGTACGGATTAC AGAGGAC AATC AAC TGGTTC GC TTT CATTTC C AGTTC C AAAAAGG 
CTTAGAAAGGGAGTTC ATC TATC GTGTGGAAAAAGAAAAAAGT 

SP086 amino acid (SEQ ID NO: 148) 

RYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVY 
GLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 

SP087 nucleotide (SEQ ID NO: 149) 

GAAC CGAC AAGTCGC CCAC T ATCAAGACTATGCTTTGAATAAAGAAAAATTGGTTGCTTTTGCTATGGC 
TAAACGAACCAAAGATAAGGTTGAGCAAGAAAGTGGGGAACAGTTTTTTAATCTAGGTCAGGTAAGCTA 

TCAAAAC AAGAAAACTGGCTTAGTGAC GAGGGTTC GTAC GGATAAGAGC C AATATGAGTTTCTGTTTC C 
TTCAGTCAAAATCAAAGAAGAGAAAAGAGATAAAAAGGAAGAGGTAGCGACCGATTCAAGCGAAAAAGT 

GGAGAAGAAAAAATCAGAAGAGAAGCCTGAAAAGAAAGAGAATTCA 

SP087 amino acid (SEQ ID NO: 150) 

NRQVAHYQDYALNKEKLVAFAMAKRTKD 
SVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 

SP088 nucleotide (SEQ ID NO:151) 

GGTTGTCGGCTGGCAATATATCCCGTTTCCATCTAAAGGTAGTACAATTGGTCCTTACCCAAATGGTAT 
CAGATTAGAAGGTTTTCCAAAGTCAGAGTGGTACTACTTCGATAAAAATGGAGTGCTACAAGAGTTTGT 
TGGTTGGAAAACATTAGAGATTAAAACTAAAGACAGTGTTGGAAGAAAGTACGGGGAAAAACGTGAAGA 
TTCAGAAGATAAAGAAGAGAAGCGTTATTATACGAACTATTACTTTAATCAAAATCATTCTTTAGAGAC 
AGGTTGGCTTTATGATCAGTCTAACTGGTATTATCTAGCTAAGACGGAAATTAATGGAGAAAACTACCT 
TGGTGGTGAAAGAC GTGCGGGGTGGATAAAC GATGATTC GAC TTGGTACTACCTAGATC C AAC AAC TGG 
T ATTATGC AAAC AGGTTGGC AATATCTAGGT AAT AAGTGGTACTAC C TC C GTTCC TC AGGAGC AATGGC 
CACTGGCTGGTATCAGGAAGGTACCACTTGGTATTATTTAGACCACCCAAATGGCGATATGAAAACAGG 
TTGGCAAAACCTTGGGAACAAATGGTACTATCTCCGTTCATCAGGAGCTATGGCAACTGGTTGGTATCA 
AGATGGTTCAACTTGGTACTACCTAAATGCAGGTAATGGAGACATGAAGACAGGTTGGTTCCAGGTCAA 
TGGC AACTGGTAC TATGC TTATAGCTCAGGTGCTTTGGCAGTGAATACGAC CGTAGATGGCTATTC TGT 
CAACTAT AATGGC GAATGGGTTCGG 

SP088 amino acid (SEQ ID NO:152) 

VVGWQYIPFPSKGSTIGPYPNGIRLEGFPKSEWYYFDKNGVLQEFVGWKTLEIKTKDSVGRK^ 

SEDKEEKRYYTlSnTYFNQNHSLETGWLYDQSN^ 

IMQTGWQYLGNKWYYLRSSGAMATGWYQEGTTOT^ 

DGSTWYYLNAGNGDMKTGWFQVNGNWY^^ 

SP089 nucleotide (SEQ ID NO:153) 

GGC C AAATC AGAATGGGTAGAAGACAAGGGAGC C TTTTATTATCTTGAC C AAGATGGAAAGATGAAAAG 
AAATGCTTGGGTAGGAACTTCCTATGTTGGTGCAACAGGTGCCAAAGTAATAGAAGACTGGGTCTATGA 
TTCTCAATACGATGCTTGGTTTTATATCAAAGCAGATGGACAGCACGCAGAGAAAGAATGGCTCCAAAT 
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TAAAGGGAAGGACTATTATTTCAAATCCGGTGGTTATCTACTGACAAGTCAGTGGATTAATCAAGCTTA 
TGTGAATGCTAGTGGTGCCAAAGTACAGCAAGGTTGGCTTTTTGACAAACAATACCAATCTTGGTTTTA 
CATCAAAGAAAATGGAAACTATGCTGATAAAGAATGGATTTTCGAGAATGGTCACTATTATTATCTAAA 
ATCCGGTGGCTACATGGCAGCCAATGAATGGATTTGGGATAAGGAATCTTGGTTTTATCTCAAATTTGA 
TGGGAAAATGGCTGAAAAAGAATGGGTCTACGATTCTCATAGTCAAGCTTGGTACTACTTCAAATCCGG 
TGGTTACATGACAGCCAATGAATGGATTTGGGATAAGGAATCTTGGTTTTATCTCAAATCTGATGGGAA 
AATAGCTGAAAAAGAATGGGTCTACGATTCTCATAGTCAAGCTTGGTACTACTTCAAATCCGGTGGTTA 
CATGACAGCCAATGAATGGATTTGGGATAAGGAATCTTGGTTTTACCTCAAATCTGATGGGAAAATAGC 
TGAAAAAGAATGGGTCTACGATTCTCATAGTCAAGCTTGGTACTACTTCAAATCTGGTGGCTACATGGC 
GAAAAATGAGACAGTAGATGGTTATCAGCTTGGAAGCGATGGTAAATGGCTTGGAGGAAAAACTACAAA 
TGAAAATGCTGCTTACTATCAAGTAGTGCCTGTTACAGCCAATGTTTATGATTCAGATGGTGAAAAGCT 

TTC C TATATATC GC AAGGTAGTGTCGTATGGCTAGATAAGGATAGAAAAAGTGATGAC AAGC GC TTGGC 
TATTACTATTTCTGGTTTGTCAGGCTATATGAAAACAGAAGATTTAGAAGGGCTAGATGCTAGTAAGGA 

CTTTATC CCTTATTATGAGAGTGATGGC C AC C GTTTTTATC ACT ATGTGGC TC AGAATGC TAGTATC CC 
AGTAGCTTCTCATCTTTCTGATATGGAAGTAGGCAAGAAATATTATTCGGCAGATGGCCTGCATTTTGA 
TGGTTTTAAGC TTGAGAATC C CTTCC TTTTC AAAGATTTAAC AGAGGC TAC AAAC TAC AGT GCTGAAGA 
ATTGGATAAGGTATTTAGTTTGC T AAAC ATT AAC AATAGC CTTTTGGAGAACAAGGGC GC TACTTTTAA 
GGAAGCCGAAGAACATTACCATATCAATGCTCTTTATCTCCTTGCCCATAGTGCCCTAGAAAGTAACTG 
GGGAAGAAGTAAAATTGC C AAAGAT AAGAATAATTTC TTTGGC ATTAC AGCCTATGATAC GAC CCC TTA 
C CTTTC TGCTAAGAC ATTTGATGATGTGGAT AAGGGAATTTT AGGTGC AAC C AAGTGGATTAAGGAAAA 
TTATATCGATAGGGGAAGAACTTTCCTTGGAAACAAGGCTTCTGGTATGAATGTGGAATATGCTTCAGA 
CCCTTATTGGGGCGAAAAAATTGCTAGTGTGATGATGAAAATCAATGAGAAG 

SP089 amino acid (SEQ ID NO: 154) 

AKS EWVEDKGAF YYLDQDGKMKRNAWGTS YVGATGAKVI EDWVYD S Q YDAWF YI KADGQHAEKEWLQI 
KGKDYYFKSGGYLLTSQWINQAYWASGAKVQQGV^FDKQYQSWFYIKENGNYADKEWIFENGHYYYLK 

SGGYMAANEWIWDKESWFYLKFDGK^ 
IAEKEWVTDSHSQAWYYFKSGGYMTANEWIWD^^ 

KNETVDGYQLGSDGKWLGGKTTNENAAYYQVVPVTANVYDSDGEKLSY 

ITISGLSGYMKTEDLQALDASKDFIPYYESDGHKFYHYVAQNASIPVASHLSDMEVGKKYYSADGLHFD 

GFKLENPFLFKDLTEATNYSAEELDKVFSLLNI£^ 

GRSKIAKDKNNFFGITAYDTTPYLSAKTFDDVDKGILGATKW^ 

PYWGEKIASVMMKINEK 

SP090 nucleotide (SEQ ID NO: 155) 

ATTTGC AGATGATTCTGAAGGATGGC AGTTTGTC C AAGAAAATGGTAGAACC TAC TAC AAAAAGGGGGA 
TCTAAAAGAAACCTAC TGGAGAGTGATAGATGGGAAGTACTATTATTTTGATC CTTTATCC GGAGAGAT 
GGTTGTCGGCTGGCAATATATACCTGCTCCACACAAGGGGGTTACGATTGGTCCTTCTCCAAGAATAGA 
GATTGCTCTTAGACCAGATTGGTTTTATTTTGGTCAAGATGGTGTATTACAAGAATTTGTTGGCAAGCA 
AGTTTTAGAAGC AAAAAC TGCTAC GAATAC C AACAAACATC ATGGGGAAGAATATGATAGCC AAGC AGA 
GAAACGAGTCTATTATTTTGAAGATCAGCGTAGTTATCATACTTTAAAAACTGGTTGGATTTATGAAGA 
GGGTCATTGGTATTATTTACAGAAGGATGGTGGCTTTGATTCGCGCATCAACAGATTGACGGTTGGAGA 
GCTAGCACGTGGTTGGGTTAAGGATTACCCTCTTACGTATGATGAAGAGAAGCTAAAAGCAGCTCCATG 
GTACTATCTAAATCCAGCAACTGGCATTATGCAAACAGGTTGGCAATATCTAGGTAATAGATGGTACTA 
CCTCCATTCGTCAGGAGCTATGGCAACTGGCTGGTATAAGGAAGGCTCAACTTGGTACTATCTAGATGC 

TGAAAATGGTGATATGAGAAC TGGC TGGCAAAAC CTTGGGAAC AAATGGT ACTATC TC C GTTC ATCAGG 
AGCTATGGCAACTGGTTGGTATCAGGAAAGTTCGACTTGGTACTATCTAAATGCAAGTAATGGAGATAT 
GAAAACAGGCTGGTTCCAAGTCAATGGTAACTGGTACTATGCCTATGATTCAGGTGCTTTAGCTGTTAA 
TACCACAGTAGGTGGTTACTACTTAAACTATAATGGTGAATGGGTTAAG 

SP090 amino acid (SEQ ID NO:156) 

VFADDSEGWQFVQENGRTYYKKGDLKETYWRVIDGKYYYFDPLSGEMWGWQYXPAPHKGVTIGPSPRI 
EIALRPDWFYFGQDGVLQEFVGKQVLEAKTATNTNKHHGEEYDSQAEKRVYYFEDQRSYHTLKTGWIYE 

EGHWYYLQKDGGFDSRINRLTVGELARGWVKDYPL^ 

YLHS SGAlffiTGV^KEGSTWYYLDAENGDMRTGWQl^GNKI^LRS SGAMATGWYQESSTWYYLNASNGD 
MKT GWF Q VNGNWY YAYD S GALAVNTTVGGYYLNYNGEWVK 
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SP091 nucleotide (SEQ ID NO: 157) 

TGTC GCTGC AAATGAAACTGAAGTAGC AAAAACTTCGC AGGATAC AAC GACAGC TTCAAGTAGTTC AGA 
GC AAAATCAGTCTTC TAATAAAAC GCAAAC G AGC GC AGAAGTAC AGACT AATGC TGC TGC G CAC TGGGA 
TGGGGATTATTATGTAAAGGATGATGGTTCTAAAGCTCAAAGTGAATGGATTTTTGACAACTACTATAA 
GGCTTGGTTTTATATTAATTCAGATGGTCGTTACTCGCAGAATGAATGGCATGGAAATTACTACCTGAA 
ATCAGGTGGATATATGGCCCAAAACGAGTGGATCTATGACAGTAATTACAAGAGTTGGTTTTATCTCAA 
GTCAGATGGGGCTTATGCTCATCAAGAATGGCAATTGATTGGAAATAAGTGGTACTACTTCAAGAAGTG 
GGGTTACATGGCTAAAAGCCAATGGCAAGGAAGTTATTTCTTGAATGGTCAAGGAGCTATGATGCAAAA 
TGAATGGCTSCTATGATCCAGCCTATTCTGCTTATTTTTATCTAAAATCCGATGGAACTTATGCTAACC 
AAGAGTGGCAAAAAGTGGGCGGCAAATGGTACTATTTCAAGAAGTGGGGCTATATGGCTCGGAATGAGT 
GGC AAGGC AAC TAC TATTTGACTGGAAGTGGTGC C ATGGC GACTGAC GAAGTGATTATGGATGGTACTC 
GCTATATCTTTGCGGCCTCTGGTGAGCTCAAAGAAAAAAAAGATTTGAATGTCGGCTGGGTTCACAGAG 
ATGGTAAGCGC TATTTC TTTAATAATAGAGAAGAAC AAGTGGGAACC GAAC ATGCT AAGAAAGTCATTG 
ATATTAGTGAGC AC AATGGTC GT ATC AATGATTGGAAAAAGGTTATTGATGAGAAC GAAGTGGATGGTG 
TC ATTGTTC GTCTAGGTTATAGC GGT AAAG AAGAC AAGGAATTGGCGC ATAAC ATTAAGGAGTTAAACC 
GTCTGGGAATTCCTTATGGTGTCTATCTCTATACCTATGCTGAAAATGAGACCGATGCTGAGAGTGACG 
CTAAACAGACCATTGAACTTATAAAGAAATACAATATGAACCTGTCTTACCCTATCTATTATGATGTTG 
AGAATTGGGAATATGTAAATAAGAGCAAGAGAGCTCCAAGTGATACAGGCACTTGGGTTAAAATCATCA 
ACAAGTACATGGACACGATGAAGCAGGCGGGTTATCAAAATGTGTATGTCTATAGCTATCGTAGTTTAT 
TACAGACGCGTTTAAAACAC C C AGATATTTTAAAAC ATGTAAACTGGGTAGCGGC CTATAC GAATGCTT 
TAGAATGGGAAAAC C CTC ATTATTC AGGAAAAAAAGGTTGGC AATAT AC CTCTTC TGAATAC ATGAAAG 
GAATCCAAGGGCGCGTAGATGTCAGCGTTTGGTAT 

SP091 amino acid (SEQ ID NO:158) 

VAANETEVAKTSQDTTTAS S S SEQNQS SNKTQTSAEVQTNAAAHWDGDYYVKDDGSKAQSEWI FDNYYK 
AWFYINSDGRYSQISFEWHGNYYLKSGGYMAQNEWIYDSOT 
GYMAKSQWQGSYFLNGQGAMMQNEWLYDPAYSAYFYLK^ 
QGNYYLTGSGAMATDEVIMDGTRYIFAASGELK^ 

I SEHNGRINDWKKVIDENEVI5GVIVRLGYSGKEDKELAHNIKELNRLGI PYGVYLYTYAENETDAESDA 

KQTIELIKKYNMNLSYPIYYDVENWEYVNKSKRAPSDTGTW^ 

QTRLKHPDILKHVNWVAAYTNALEWEN^ 

SP092 nucleotide (SEQ ID NO: 159) 

TACGTCTC AGC CT AC TTTTGT AAGAGC AGAAGAATCTC C AC AAGTTGTC GAAAAATCTTCATTAGAGAA 
GAAATATGAGGAAGCAAAAGCAAAAGCTGATACTGCCAAGAAAGATTACGAAACGGCTAAAAAGAAAGC 
AGAAGACGCTCAGAAAAAGTATGAAGATGATC AGAAGAGAAC TGAGGAGAAAGC TC GAAAAGAAGC AGA 
AGCATCTC AAAAATTGAATGATGTGGC GCTTGTTGTTCAAAATGC ATATAAAGAGTACC GAGAAGTTCA 
AAATCAACGTAGTAAATATAAATCTGACGCTGAATATCAGAAAAAATTAACAGAGGTCGACTCTAAAAT 
AGAGAAGGCTAGGAAAGAGCAACAGGACTTGCAAAATAAATTTAATGAAGTAAGAGCAGTTGTAGTTCC 
TGAAC CAAATGC GTTGGCTGAGAC TAAGAAAAAAGC AGAAGAAGC TAAAGCAGAAGAAAAAGTAGC TAA 
GAGAAAATATGATTATGCAACTCTAAAGGTAGCACTAGCGAAGAAAGAAGTAGAGGCTAAGGAACTTGA 
AATTGAAAAACTTCAATATGAAATTTCTACTTTGGAACAAGAAGTTGCTACTGCTCAACATCAAGTAGA 
TAATTTGAAAAAACTTCTTGCTGGTGCGGATCCTGATGATGGCACAGAAGTTATAGAAGCTAAATTAAA 
AAAAGGAGAAGCTGAGCTAAAC GC TAAACAAGCTGAGTTAGC AAAAAAACAAAC AGAACTTGAAAAAC T 
TCTTGACAGCCTTGATCCTGAAGGTAAGACTCAGGATGAATTAGATAAAGAAGCAGAAGAAGCTGAGTT 
GGATAAAAAAGCTGATGAACTTCAAAATAAAGTTGCTGATTTAGAAAAAGAAATTAGTAACCTTGAAAT 
ATTACTTGGAGGGGCTGATNCTGAAGATGATACTGCTGCTCTTCAAAATAAATTAGCTACTAAAAAAGC 
TGAATTGGAAAAAACTCAAAAAGAATTAGATGCAGCTCTTAATGAGTTAGGCCCTGATGGAGATGAAGA 
AGAAACTC C AGC GC C GGCTCCTCAACCAGAGCAACCAGCTCCTGCACCAAAACC AGAGCAAC CAGCTC C 
AGCTC C AAAAC CAGAGCAACCAGCTCCTGC AC C AAAAC C AGAGC AACC AGCTC C AGCTC C AAAAC C AGA 
GC AACC AGCTC CAGCTCCAAAACC AGAGCAAC C AGCTAAGC C GGAGAAACCAGCTGAAGAGC C TACTC A 
ACCAGAAAAACCAGCCACTCCAAAAACAGGCTGGAAACAAGAAAACGGTATGTGGTATTTCTACAATAC 
TGATGGTTCAATGGCAATAGGTTGGC TC CAAAACAACGGTTC ATGGTACTAC CTAAAC GCTAACGGC GC 
TATGGCAACAGGTTGGGTGAAAGATGGAGATACCTGGTACTATCTTGAAGCATCAGGTGCTATGAAAGC 
AAGC C AATGGTTC AAAGTATCAGATAAATGGTACTATGTC AAC AGC AATGGC GCT ATGGC GACAGGC TG 
GCTCCAATACAATGGCTCATGGTACTACCTCAACGCTAATGGTGATATGGCGACAGGATGGCTCCAATA 
CAACGGTTCATGGTATTACCTCAACGCTAATGGTGATATGGCGACAGGATGGGCTAAAGTCAACGGTTC 
ATGGTACTACC TAAAC GCTAAC GGTGCTATGGCTAC AGGTTGGGCTAAAGTCAAC GGTTC ATGGTACTA 
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C CTAAAC GCTAAC GGTTC AATGGC AAC AGGTTGGGTGAAAGATGGAGATAC C TGGT ACT ATCTTGAAGC 
ATCAGGTGCTATGAAAGCAAGCCAATGGTTCAAAGTATCAGATAAATGGTACTATGTCAATGGCTTAGG 
TGCCCTTGCAGTCAACACAACTGTAGATGGCTATAAAGTCAATGCCAATGGTGAATGGGTT 

SP092 amino acid (SEQ ID NO: 160) 

TSQPTFVRAEESPQWEKSSLEKKYSEAKAKADTAKKDYETAKKKAEDAQKKYEDDQKRTEEKARKEAE 
ASQKLKTOVALWQNAYKEYREVQNQRSK^^ 

EPNALAETKKKAEEAKAEEKVAKRKYDYATLKVALAKKEVEAKELEIEKLQYEISTLEQEVATAQHQVD 
NLKKLLAGADPDDGTEVIEAKLKKGEAELNAKQAELAKKQTELEKLLDSLDPEGKTQDELDKEAEEAEL 
DK2CADELQNKVADLEKEISNLEILLGGM 

ETPAPAPQPEQPAPAPKPEQPAPAPKPEQPAPAPKPEQPAPAPKPEQPAPAPKPEQPAKPEKPAEEPTQ 
PEKPATPKTGWKQENGMWYFYNTDGSlttAI^ 

SQWFKVSDKWYYWSNGAMATGWLQYNGSWYYLNANGDMATGWLQ 

WY YLNANGAMATGWAKVNGSWYYLNAHGSMATGWVKDGDTWYYLE AS GAMKAS QWF WSDKWYYVNGLG 
ALAVNTTVDGYKVNANGEWV 

P093 .nucleotide (SEQ ID NO:161) 

TGGACAGGTGAAAGGTCATGCTACATTTGTGAAATCCATGACAACTGAAATGTACCAAGAACAACAGAA 
CCATTCTCTCGCCTACAATCAACGCTTGGNTTCGCAAAATCGCATTGTAGATCCTTTTTTGGCGGAGGG 
ATATGAGGTCAATTACCAAGTGTCTGACGACCCTGATGCAGTCTATGGTTACTTGTCTATTCCAAGTTT 
GGAAATCATGGAGCCGGTTTATTTGGGAGCAGATTATCATCATTTAGGGATGGGCTTGGCTCATGTGGA 
TGGTACACCGCTGCCTCTGGATGGTACAGGGATTCGCTCAGTGATTGCTGGGCACCGTGCAGAGCCAAG 
CCATGTCTTTTTCCGCCATTTGGATCAGCTAAAAGTTGGAGATGCTCTTTATTATGATAATGGCCAGGA 
AATTGTAGAATATC AGATGATGGAC AC AGAGATTATTTTAC C GTG GGAATGGGAAAAATT AGAATC GGT 
TAGCTCTAAAAATATC ATGAC C TTGATAACC TGC GATC C GATTC CT AC C TTTAATAAAC GC TTATTAGT 
GAATTTTGAACGAGTCGCTGTTTATCAAAAATCAGATCCACAAACAGCTGCAGTTGCGAGGGTTGCTTT 
TACGAAAGAAGGACAATCTGTATCGCGTGTTGCAACCTCTCAATGGTTG 

SP093 amino acid (SEQ ID NO: 162) 

GQVKGHATFVKSMTTEMYQEQQNHSLAYNQRLXSQNRI^ 

EIMEPVYLGADYHHLGMGLAHVDGTPLPLDGTGIRSVIAGHRAEPSHVFFRHLDQLKYGDALYYDNGQE 
IVEYQMMDTEIILPSEWEKLESVSSKNIMTLITCDPIPTFNKRLLVNFERVAVYQKSDPQTAAVARVAF 

TKEGQSVSRVATSQWL 

SP094 nucleotide (SEQ ID NO:163) 

GATTGCTCCTTTGAAGGATTTGAGAGAAACCATGTTGGAAATTGCTTCTGGTGCTCAAAATCTTCGTGC 
CAAGGAAGTTGGTGCCTATGAACTGAGAGAAGTAACTCGCCAATTTAATGCTATGTTGGATCAGATTGA 
TC AGTTGATGGTAGCTATTC GTAGC C AGGAAGAAACGAC CCGTC AGTAC C AAC TTCAAGCCCTTTC GAG 
CCAGATTAATCCACATTTCCTCTATAACACTTTGGACACCATCATCTGGATGGCTGAATTTCATGATAG 
TCAGCGAGTGGTGCAGGTGACCAAGTCCTTGGCAACCTATTTCCGCTTGGCGCTCAATCAAGGCAAGGA 
CTTGATTTGTCTCTCTGACGAAATCAATCATGTCCGCCAGTATCTCTTTATCCAGAAACAACGCTATGG 
AGATAAGCTGGAATACGAAATTAATGAAAATGTTGC C TTTGATAATTTAGTCTTACCC AAGCTGGTC C T 
ACAACCCCTTGTAGAAAATGCTCTTTACCATGGCATTAAGGAAAAGGAAGGTCAGGGCCATATTAAACT 
TTC TGTC CAGAAAC AGGATTC GGGATTGGTC ATCC GTATTGAGGATGATGGC GTTGGC TTCC AAGATGC 
TGGTGATAGTAGTCAAAGTCAACTCAAACGTGGGGGAGTTGGTCTTCAAAATGTCGATCAACGGCTCAA 
ACTTC ATTTTGGAGC C AATTACC AT ATGAAG ATTGATTCTAGAC C C C AAAAAGGGAC GAAAGTTGAAAT 
ATATATAAATAGAATAGAAACTAGC 

3P094 amino acid (SEQ ID NO: 164) 

IAPLKDLRETMLEIASGAQNLRAKEVGAYELREVTRQFNAMLDQIDQLMVAIRSQEETTRQYQLQALSS 
QINPHFLYISTTLDTIIWMA 

DKLEYEINEWAFDl^VLPKLVLQPLVENALYHGIKEKEGQGHIKLSVQKQDSGLVIRIEDDGVGFQDA 
GDSSQSQLKRGGVGLQNVDQRLKLHFGANYHMKIDSRPQKGTKVEIYINRIETS 

SP095 nucleotide (SEQ ID NO: 165) 

T AGGTC ATATGGGACTTTTTTTCTAC AACAAAATAGGCTC C ATAATATCTATAAGGGATTT AC C C AC TA 
C AAATATTAT AGAGCCGAAAATTC ACATC T AATATATGC AGAC TACTTTGAAATGAAATTAAAAAAATT 
ATTAAAGGATGACACAAAAGTTTTlTGAAAAATCTACATTCAAATTTGTAGAAGGATATAAAATATACCT 
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GACAGAATCTAAAGAATCTGGAATTAAACAAATGGACAATGTCATAAAATATTTTGAGTTTATTGAATC 
TAAAAGTATTGCTTTATATTTTCAAAAACGATTAAATGAGCTGATAGAT 



SP095 amino acid (SEQ ID NO: 166) 

RSYGTFFLQQNRLHNIYKGFTHYKYYRAENSHLIYADYFEMKLKKLLKDDTKVFEKSTFKFVEGYKIYL 
TESKESGIKQMDNVIKYFEFIESKSIALYFQKRLNELID 

SP096 nucleotide (SEQ ID NO:167) 

CAACGTTGAGAATTATTTGCGAATGTGTTTGGATAGCATTCAGAATCAGACGTATCAAAATTTTGAGTG 
TTTATTAATCAATGATGGCTCTCCAGATCATTCATCCAAAATATGTGAAGAATTTGTAGAGAAAGATTC 
TCGTTTCAAATATTTTGAGAAAGCAAACGGCGGTCTTTCATCAGCTCGTAACCTAGGTATTGAATGTTC 
GGGGGGGGGCGTACATTACTTTTGTAGACTC 

SP096 amino acid (SEQ ID NO: 168} 

WENYLRMCLDSIQNQTYQNFECLLINDGSPDHSSKICEEFVEKDSRFKYFEKANGGLSSARNLGIECS 
GGGVHYFCRL 

SP097 nucleotide (SEQ ID NO: 169) 

CTACTATC AATC AAGTTC TTC AGC C ATTGAGGC C ACC ATTGAGGGC AAC AGC CAAAC GAC C ATC AGC CA 
GACTAGCCACTTTATTCAGTCTTATATCAAAAAACTAGAAACCACCTCGACTGGTTTGACCCAGCAGAC 
GGATGTTCTGGCCTATGCTGAGAATCCCAGTCAAGACAAGGTCGAGGGAATCCGAGATTTGTTTTTGAC 
CATC TTGAAGTC AGATAAGGAC TTGAAAACTGTTGTGC TGGTGAC CAAATC TGGTC AGGTC ATTTC TAC 
AGATGAC AGTGTGC AGATGAAAAC TTC C TCT GATATGATGGC TGAGGATTGGTACC AAAAGGC C ATTC A 
TCAGGGAGCTATGCCTGTTTTGACTCCAGCTCGTAAATCAGATAGTCAGTGGGTCATTTCTGTCACTCA 
AGAACTTGTTGATGCAAAGGGAGCCAATCTTGGTGTGCTTCGTTTGGATATTTCTTATGAAACTCTGGA 
AGCCTATCTCAATCAACTCCAGTTGGGGCAGCAGGGCTTTGCCTTCATTATCAATGAAAACCATGAATT 
TGTCTACC ATC C TC AACAC AC AGTTTAT AGTTC GTCTAGC AAAATGGAGGC TATGAAAC CCTAC ATC GA 
TACAGGTCAGGGTTATACTCCTGGTCACAAATCCTACGTCAGTCAAGAGAAGATTGCAGGAACTGATTG 
GAC GGTGC TTGGCGTGTC ATC ATTGGAAAAGTTAGAC C AGGTTC GGAGTC AG 

SP097 amino acid (SEQ ID NO:170) 

YYQSSSSAIEATIEGNSQTTISQTSHFIQSYIKKLETTSTGLTQQTDVLAYAENPSQDKVEGIRDLFLT 
ILKSDKDLKTWLVTKS GQVI STDD SVQMKT S SDJyQXtAEDWYQKAIHQGAMPVLT PARKS DSQWVI SVTQ 
ELVDAKGANLGVLRLDI S YETLEAYLNQLQLGQ 
TGQGYTPGHKSYVSQEKIAGTDWTVLGVSSLEKLDQVRSQ 

SP098 nucleotide (SEQ ID NO: 171) 

GACAAAAACATTAAAACGTCCTGAGGTTTTATCACCTGCAGGGACTTTAGAGAAGCTAAAGGTAGCTGT 
TCAGTATGGAGC AGATGCTGTCTTTATCGGTGGTC AGGC CTATGGTC TTC GTAGC CGTGC GGGAAAC TT 
TACTTTCGAACAGATGGAAGAAGGCGTGCAGTTTGCGGCCAAGTATGGTGCCAAGGTCTATGTAGCGGC 
TAATATGGTTATGCACGAAGGAAATGAAGCTGGTGCTGGTGAGTGGTTCCGTAAACTGCGTGATATCGG 
GATTGC AGC AGTT ATC GTATC TGAC C C AGC C TTGATTATGATTGCAGTGACTGAAGC ACC AGGC CTTGA 
AATC C AC CTTTCTACCCAAGCCAGTGCC ACT AAC TATGAAAC CCTTGAGTTCTGGAAAGAGCTAGGCTT 
GACTC GTGTC GTTTTAGC GCGTGAGGTTTC AATGGAAGAATTAGCTGAGATC C GC AAACGTAC AGATGT 
TGAAATTGAAGCCTTTGTCCATGGAGCTATGTGTATTTCATACTCTGGACGTTGTACTCTTTCAAACCA 
CATGAGTATGCGTGATGCCAACCGTGGTGGATGTTCTCAGTCATGCCGTTGGAAATACGACCTTTACGA 
TATGC C ATTTGGGAAAGAACGTAAGAGTTTGC AGGGTGAGATTC C AGAAGAATTTTC AATGTC AGCC GT 
TGACATGTCTATGATTGACCANATTCCAGATATGATTGAAAATGGTGTGGACAGTCTAAAAATCGAAGG 
AC GTATGNAGTC T ATTC AC TANGTATC AAC AGTAAC C AACTGCTACAAGGC GGCTGTGGATGCCTATCT 
TGAAAGTCC TGAAAAGTTTGAAGC TATC AAAC AAGACTTGGTGGAC GAGATGTGGAAGGTTGCC C AACG 
TGAAC TGGCTAC AGGATTTTAC TATGGTAC ACC ATC TGAAAATGAGC AGTTGTTTGGTGCTCGTC GT AA 
AATC C CTGAGTAC AAGTTTGTC GC TGAAGTGGTTTC TTATGATGATGC GGC ACAAACAGCAAC TATTC G 
TCAACGAAACGTCATTAACGAAGGGGACCAAGTTGAGTTTTATGGTCCAGGTTTCCGTCATTTTGAAAC 
CTATATTGAAGATTTGCATGATGCTAAAGGC AATAAAATC GAC CGC GCTCC AAATCC AATGGAACTATT 
GACTATTAAAGTCCCACAACCTGTTCAATCAGGAGACATGGTTCGAGCTCTTAAAGAGGGGCTTATCAA 
TCTTTATAAGGAAGATGGAACCAGCGTCACAGTTCGTGCT 
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SP098 amino acid (SEQ ID NO: 172} 

TKTLKRPEVLS PAGTLEKLKVAVQYGADAVF IGGQAYGLRSRAGNFTFEQMEEGVQFAAKYGAKVYVAA 
NMVMHEGNEAGAGEWFRKLRDIGIAAVIVSDPALIMIAVTEAPGLEIHLSTQASATmETLEFmELGL 
TRVVLAREVSMEELAEIRKRTDVEIEAFVHGAMCISYSGRCTLSNHMSMRDANRGGCSQSCRWKYDLYD 
MPFGKERKSLQGEI PEEFSMSAVDMSMIDXI PDMIEMGVDSLKIEGRMXS IHXVSTVTNCYKAAVX)AYL 
ESPEKFEAIKQDLVDEMWKVAQRELATGFYYGTPSEMEQLFGARRKIPEYKFVAEWSYDDAAQTATIR 
QRNVINEGDQVEFYGPGFRHFETYIEDLHDAKGNKIDRAPNPMELLTIKVPQPVQSGDMVRALKEGLIN 
LiYKEDGTSVTVRA 

SP099 nucleotide (SEQ ID NO:173) 

TTCTCAGGAGACCTTTAAAAATATCACCAATAGCTTCTCCATGCAAATCAATCGTCGCGTCAACCAAGG 
AACGCCTCGTGGTGCTGGGAATATCAAGGGTGAAGACATCAAAAAAATCACCGAAAACAAGGCCATTGA . 
GTC TT ATGTC AAAC GT ATCAAC GCTATCGGAGATTTGACTGGAT ATGACC TGATTGAAAC GC C AGAAAC 
CAAGAAGAATCTCACTGCTGATCGTGCCAAGCGTTTTGGAAGTAGCTTGATGATTACAGGTGTCAATGA 
CTC C TC TAAAGAAGAC AAGTTTGTC TC TGGTTCTTAT AAACTAGTC GAAGGAGAGC AC TT AAC C AAC GA 
CGAC AAGGATAAAATC C TC TTGC AC AAGGAC TTGGC AGC C AAAC AC GGC TGGAAAGTAGGGGAC AAGGT 
TAAAC TGGACTC TAAT ATCTACGATGC AGATAATGAAAAAGGAGC C AAGGAAAC AGTTGAAGTGAC AAT 
CAAGGGACTCTTTGATGGTCATAATAAGTCAGCAGTAACCTACTCACAAGAACTTTACGAAAACACAGC 
TATTAC AGAC ATTC AC AC TGC TGCAAAACTTTATGGATAC ACAGAAGAC AC AGCCATTTATGGGGAC GC 
AACCTTCTTTGTAACAGCAGACAAGAACTTGGATGATGTTATGAAAGAGTTGAATGGCATCAGTGGTAT 
CAACTGGAAGAGCTACACACTCGTCAAGAGCTCCTCTAACTACCCAGCTCTTGAGCAATCTATCTCTGG 
T ATGTAC AAGATGGC C AAC 

SP0 9 9 amino acid (SEQ ID NO: 174) 

SQETFKNITNSFSMQINRRWQGTPRGAGNIKGEDIKKITENKAIESYVKRINAIGDLTGYDLIETPET 
KKNLTADRAKRFGS SLMITGYNDS SKEDKFVS GS YKLVEGEHLTNDDKDKILLHKDLAAKHGWKVGDKV 
KLDSNIYDADNEKGAKETVEVTIKGLFDGHNKSAVTYSQELYENTAITDIHTAAKLYGYTEDTAIYGDA 
TFFVTADKNLDDWKELNGISGItW^ 

SP100 nucleotide (SEQ ID NO:175) 

AGTAAATGCGCAATCAAATTCATTAATATTAATAGATGAACCTGAAATCTCACTTCATCCGAGTGCAAT 
CTATAAATTTAAAGAGTTTTTACTTCAAGAGTGTTTAAATAAAAAACATCAAATTATTATCACTACACA 
TTC TAC AC AACTTATAAAAGATTTTC C TAGAGAAGCC GTGAAACTTTTAGTGAAAAAC GGAGAAAAGGT 
AGATGTTATTGAAAATATTGATTATCAGGATGCATTTTTTGAATTAGGTGATGTGTATCATTCTAGGAA 
GATGATTTATGTTGAAGATAGACTAGCTAAATATATTCTAGAGTTTGTTATCACTCATTCAGGTAGTGA 
GAATCTTAAACAGAATTTAGTAGTGAGATATATTCCTGGTGGAGCAAATCAAATAATTTGTAATAATAT 
TTTAAACTCATCGTATTTAGATTCCGATAACCATTATTTTTGGCTTGATGGAGATCAAAACACTAATGT 
TAGTGAATCAAATAATTTAATGAACTATCTTGAAAATGGTGTTGTTATATCAGATAAAATTCCTGAATC 
AGATAATAAAAATCTTGATGATATTATAAAATTGATAANGGGATGTCCAATTAAATTTAATGTTTCAGG 
TAATAAAGGGCAAAAAAATAATATTGAATTAATTGCGAAACAAAGAAGCTTTATAGATTATTGGGCTAA 
ATAC 

SP100 amino acid (SEQ ID NO: 176) 

WAQSNSLILIDEPEISLHPSAIYKFKEFLLQECLNKKHQIIITTHSTQLIKDFPREAVKLLVKNGEKV 
DVIENIDYQDAFFELGDWHSRKMIWEDRLAKYILEFVITHSGSENLKQNLWRYIPGGAN^IICK^I 
LNS S YLDSDISmYFWLDGDQNTWSESNHLMNYLENGWI SDKI PESDNKNLDDIIKLIXGCPIKFNVSG 
3STKGQKNNIELIAKQRSFIDYWAKY 

SP101 nucleotide (SEQ ID NO: 177) 

TTACC GCGTTC ATC AAGATGTC AAAC AAGTC ATGAC C TATC AAC C C ATGGTGC GAGAAATATTGAGTGA 
AC AAGAC ACC C C AGCAAAC GAAGAGCTTGTGCTTGCTATGATTTATAC TGAAAC AAAAGGAAAAGAAGG 
CGATGTTATGCAGTCTAGTGAGTCTGCAAGTGGTTCCACCAACACCATCAATGATAATGCCTCTAGCAT 
TCGGCAAGGC ATTC AAAC TCTGACAGGCAATC TC TATCTGGCGC AGAAGAAGGGGGTAGATATCTGGAC 
AGC TGTTC AAGC CTATAATTTTGGACC TGC CTATATC GATTTTATC GC CC AAAATGGC AAGGAAAATAC 
CCTGGCTCTAGCCAAACAGTACTCTCGTGAGACTGTTGCCCCCTTGCTTGGTAATAGGACTGGAAAGAC 
"TTATAGTTATATTC ACC C C ATTTC C ATTTTTC AC GGTGCTGAACTCTATGTAAATGGAGGAAACTATT A 
TTATTCTAGACAGGTACGACTTAACCTTTACATCATCAAATGTTTCACTCTCTTTTCAACATCTGGC 
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SP101 amino acid (SEQ 10 NO: 178) 

YKVHQDVKQVMTYQPMVREILSEQDTPAWEELVLAMIYTETKGKEGDVMQSSESASGSTNTINDNASSI 
RQGIQTLTGNLYLAQKKGVDIWTAVQAYNFGPAYIDFIAQNGKENTLALAKQYSRETVAPLLGNRTGKT 
YS YIHP I S I FHGAEL YVNGGNYYYSRQVRLNL YI I KC FTLF ST SG 

SP102 nucleotide (SEQ ID NO: 179) 

GTGGATGGGCTTTAACTATCTTCGTATTCGCCGTGCGGCTAAAATTGTGGACAATGAGGAGTTTGAAGC 
CTTGATTCGTACGGGTCAATTGATTGATTTGCGCGACCCAGCAGAATTCCACAGAAAACATATCCTTGG 
TGCACGCAATATTCCTTCAAGTCAGTTGAAAACTAGTCTTGCAGCCCTTCGTAAAGATAAACCTGTCCT 
TCTCTACGAAAACCAACGTGCGCAACGAGTTACAAATGCAGCTCTTTACTTGAAAAAACAAGGTTTTTC 
TGAGATTTATATCCTTTCTTATGGCTTGGATTCTTGGAAAGGGAAAGTGAAGACTAGC 

SP102 amino acid (SEQ ID NO: 180) 

WMGFNYLRI RRAAKI VDNEEFEAL I RTGQL I DLRDP AEFHRKHILGARNI P S S QLKT SL AALRKDKPVL 
LYENQRAQRVTNAALYLKKQGFSEIYILSYGLDSWKGKVKTS 

SP103 nucleotide (SEQ ID NO:181) 

ACTAAACCAGCATCGTTCGCAGGAAAATAAGGACAATAATCGTGTCTCTTATGTGGATGGCAGCCAGTC 
AAGTC AGAAAAGTGAAAAC TTGA.C AC C AGAC C AGGTT AGC CAGAAAGAAGGAATTC AGGCTGAGC AAAT 
TGTAATC AAAATTAC AGATCAGGGCTATGT AAC GTCAC AC GGTGAC C ACTATC ATT AC TATAATGGGAA 
AGTTCCTTATGATGCCCTCTTTAGTGAAGAACTCTTGATGAAGGATCCAAACTATCAACTTAAAGACGC 
TGATATTGTCAATGAAGTCAAGGGTGGTTATATCATCAAGGTCGATGGAAAATATTATGTCTACCTGAA 
AGATGCAGCTCATGCTGATAATGTTCGAACTAAAGATGAAATCAATCGTCAAAAACAAGAACATGTCAA 
AGATAATGAGAAGGTTAACTCTAATGTTGC TGTAGC AAGGTC TC AGGGACGATATAC GAC AAATGATGG 
TTATGTCTTTAATCCAGCTGATATTATCGAAGATACGGGTAATGCTTATATCGTTCCTCATGGAGGTCA 
CTATCACTACATTCCCAAAAGCGATTTATCTGCTAGTGAATTAGCAGCAGCTAAAGCACATCTGGCTGG 
AAAAAATATGCAACC GAGTCAGTTAAGCTATTCTTCAACAGCTAGTGACAAT AAC AC GCAATC TGTAGC 
AAAAGGATCAACTAGCAAGCCAGCAAATAAATCTGAAAATCTCCAGAGTCTTTTGAAGGAACTCTATGA 
TTC AC CT AGC GCC C AAC GTTAC AGTGAATCAGATGGC C TGGTCTTTGACCC TGC TAAGATTATC AGTC G 
TAC AC CAAATGGAGTTGC GATTC C GC ATGGC GAC C ATTACC AC TTTATTCC TTACAGC AAGCTTTCTGC 
CTTAGAAGAAAAGATTGCCAGAATGGTGCCTATCAGTGGAACTGGTTCTACAGTTTCTACAAATGCAAA 
ACCTAATGAAGTAGTGTCTAGTCTAGGCAGTCTTTCAAGCAATCCTTCTTCTTTAACGACAAGTAAGGA 
GCTCTCTTCAGCATCTGATGGTTATATTTTTAATCCAAAAGATATCGTTGAAGAAACGGCTACAGCTTA 
TATTGTAAGACATGGTGATCATTTCCATTACATTCCAAAATCAAATCAAATTGGGCAACCGACTCTTCC 
AAACAATAGTCTAGCAACACCTTCTCCATCTCTTCCAATCAATCCAGGAACTTCACATGAGAAACATGA 
AGAAGATGGATACGGATTTGATGCTAATCGTATTATCGCTGAAGATGAATCAGGTTTTGTCATGAGTCA 
C GGAGAC CAC AATC ATTATTTCTTCAAGAAG 

SP103 amino acid (SEQ ID NO: 182) 

LNQHRSQENKDl^RVSYVDGSQSSQKSENLTPDQVSQKEGIQAEQIVIKITDQGYVTSHGDHYHYYNGK 
VP YDALF SEELLMKD PNYQLKDAD IVNEVKGGYI IKVDGKYYVYLKDAAMADNVRTKDE INRQKQEHVK 
DNEKVNSNVAVARSQGRYTTNDGYVFNPAD 1 1 EDTGNAYIVPHGGHYHYI PKSDLSAS ELAAAKAHLAG 
KNMQPSQLSYSSTASDNNTQSVAKGSTSKPANKSENLQSLLKELYD 

TPNGVAIPHGDHYHFIPYSKLSALEEKIARMVPISGTGSTVSTNAKPNEWSSLGSLSSNPSSLTTSKE 
LSSASDGYIFNPKDIVEETATAYIVRHGDHFHYIPKSNQIGQPTLPNNSLATPSPSLPINPGTSHEKHE 
EDGYGFDANRI IAEDESGFVMSHGDHNHYFFKK 



SP105 nucleotide (SEQ ID NO: 183) 

TGAC TACC TTGAAATC CC ACTTTAC AGCTATCTTGGTGGATTC AAC AC TAAAGTTCTTC C AAC TC C AAT 
GATGAACATCATCAACGGTGGTTCTCACTCTGACGCTCCAATCGCTTTCCAAGAGTTCATGATCTTGCC 
AGTTGGTGCGCCAACATTTAAAGAAGCCC TTC GTTAC GGTGCTGAAATCTTC CAC GCTCTTAAGAAAAT 
C CTTAAATC AC GTGGTTTGGAAACTGCC GTAGGTGAC GAAGGTGGATTCGCTCC TCGTTTCGAAGGAAC 
TGAAGATGGTGTTGAAACTATCCTTGCTGC GATTGAAGC TGC TGGATATGTAC C AGGTAAAGAC GTATT 
TATCGGATTTGACTGTGCTTCATC AGAATTC TACGATAAAGAACGTAAAGTTTAC GAC TAC ACTAAATT 
TGAAGGTGAAGGTGCTGCTGTTCGTACATCTGCAGAACAAATCGACTACCTTGAAGAATTGGTTAACAA 
ATACC C AATC ATC AC TATTGAAGATGGTATGGATGAAAACGACTGGGATGGTTGGAAAGC TCTTACTGA 
ACGTCTTGGTAAGAAAGTACAACTTGTTGGTGACGACTTCTTCGTAACAAACACTGACTACCTTGCACG 
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TGGTATCCAAGAAGGTGCTGCTAACTCAATCCTTATCAAAGTTAACCAAATCGGTACTCTTACTGAAAC 
TTTTGAAGCTATCGAAATGGCTAAAGAAGCTGGTTACACTGCTGTTGTATGACACCGTTCAGGTGAAAC 
TGAAGATTCAACAATCGCTGATATTGCAGTTGCAACTAACGCAGGACAAATCAAGACTGGTTCACTTTC 
AC GTAC AGACC GCATC GCTAAATAC AACCAATTGCTTCGTATCGAAGACCAACTTGGTGAAGTAGCTGA 
ATATC GTGGATTGAAATC ATTCTAC AACC TTAAAAAA 

SP105 amino acid (SEQ ID NO:184) 

DYLEIPLYSYLGGFNTKVLPTPMMNIINGGSHSDAPIAFQEFMILPVGAPTFKEALRYGAEIFHALKKI 
LKSRGLETAVGDEGGFAPRFEGTEDGVETII.AAIEAAGYVPGKDVFIGFDCASSEFYDKERKVYDYTKF 
EGEGAAVRTSAEQIDYLEELVNKYPIITIEDGMDEl^WDGWKALTERLGKKVQLVGDDFFVTNTDYLAR 
GIQEGAANSILIKVNQIGTLTETFEAIEMAKEAGYTAWSHRSGETEDSTIADIAVATNAGQIKTGSLS 
RTDRIAKYNQLLRIEDQLGEVAEYRGLKSFYNLKK 

SP106 nucleotide (SEQ ID NO:185) 

TCGTATCTTTTTTTGGAGCAATGTTCGCGTAGAAGGAC ATTC CATGGATC C GAC CCTAGCGGATGGCGA 
AATTCTCTTCGTTGTAAAACACCTTCCTATTGACCGTTTTGATATCGTGGTGGCCCATGAGGAAGATGG 
C AATAAGGACATC GTC AAGC GCGTGATTGGAATGC C TGGCGAC AC C ATTC GTTAC GAAAATGATAAACT 
CTACATCAATGACAAAGAAACGGACGAGCCTTATCTAGCAGACTATATCAAACGCTTCAAGGATGACAA 
ACTCCAAAGCACTTACTCAGGCAAGGGCTTTGAAGGAAATAAAGGAACTTTCTTTAGAAGTATCGCTCA 
AAAAGCTCAAGCCTTCACAGTTGATGTCAACTACAACACCAACTTTAGCTTTACTGTTCCAGAAGGAGA 
ATACCTTCTCCTCGGAGATGACCGCTTGGTTTCGAGCGACAGCCGCCACGTAGGTACCTTCAAAGCAAA 
AGATATC AC AGGGGAAGC T AAATTC CGC TTATGGC C AATC AC C C GTATCGGAAC ATTT 

SP106 amino acid (SEQ ID NO: 186) 

RIFFWSNVRVEGHSMDPTLADGEILFVVKHLPIDR 

YIM)KETDEPYLADYIKRFKDDKLQSTYSGKGFE 

YLLLGDDRLVSSDSRHVGTFKAKDITGEAKFRLWPITRIGTF 

SP107 nucleotide (SEQ ID NO: 187) 

GGACTCTCTCAAAGATGTGAAAGCAAATGCTAGCGACAGCAAGCCTGCACAGGACAAGAAGGATGCAAA 
AC AAGGAAC GGAAGATAGTAAGGATTC AGATAAGATGACTGAAAC AAACTC AGTTC C GGC AGGAGTGAT 
TGTGGTCAGTCTACTTGCCCTCCTAGGCGTGATTGCCTTCTGGCTGATTCGCCGTAAGAAAGAGTCAGA 
AATC C AGC AATTAAGC ACGGAATTGATC AAGGTTCTAGGAC AGCT AGATGC AGAAAAAGC GGATAAAAA 
AGTCCTTGCCAAAGCCCAAAACCTTCTCCAAGAAACCCTTGATTTCGTGAAAGAAGAAAATGGCTCAGC 
AGAGAC AGAAAC TAAAC TAGTAGAGGAGCTT AAAGC AATC CTTGAC AAACTCAAG 

SP107 amino acid (SEQ ID NO: 188) 

DS LKDVXANASDSKPAQDKKDAKQGTEDSKDSDKM 
IQQLSTELIKVLGQLDAEKADKKVLAKAQ^ 

SP108 nucleotide (SEQ ID NO: 189) 

CAAGAAATCCTATCATCTCTTCCAGAAGCAAACAGAGACGAGGGGAATTCAGACTCAGTTGATTGAAGA 
ATCGCTTAGTCAGCAGACTATAATCCAGTCCTTCAATGCTCAAACAGAATTTATCCAAAGATTGCGTGA 
GGCTCATGACAACTACTCAGGCTATTCTCAGTCAGCCATCTTTTATTCTTCAACGGTCAATCCTTCGAC 
TCGCTTTGTAAATGCACTCATTTATGCCCTTTTAGCTGGAGTAGGAGCTTATCGTATCATGATGGGTTC 
AGC CTTGAC CGTC GGTC GTTTAGTGACTTTTTTGAACTATGTTC AGC AATAC ACC AAGCC C TTTAAC GA 
TATTTCTTCAGTGCTAGCTGAGTTGCAAAGTGCTCTGGCTTGCGTAGAGCGTATCTATGGAGTCTTAGA 
TAGCCCTGAAGTGGCTGAAACAGGTAAGGAAGTCTTGACGACCAGTGACCAAGTTAAGGGAGCTATTTC 
- CTTTAAAC ATGTCTCTTTTGGC TACC ATC CTGAAAAAATTTTGATTAAGGAC TTGTC TATC GAT ATTCC 
AGCTGGTAGTAAGGTAGC CATCGTTGGTC CGAC AGGTGC TGGAAAATCAACTC TTATCAATC TCCTTAT 
GCGTTTTTATCCCATTAGCTCGGGAGATATCTTGCTGGATGGGCAATCCATTTATGATTATACACGAGT 
ATCATTGAGACAGCAGTTTGGTATGGTGCTTCAAGAAACCTGGCTCACACAAGGGACCATTCATGATAA 
TATTGCCTTTGGCAATCCTGAAGCCAGTCGAGAGCAAGTAATTGCTGCTGCCAAAGCAGCTAATGCAGA 
CTTTTTCATC CAACAGTTGC C AC AGGGATAC GATAC C AAGTTGGAAAATGCTGGAGAATC TC TCTC TGT 
CGGCCAAGCTCAGCTCTTGACCATAGCCCGAGTCTTTCTGGCTATTCCAAAGATTCTTATCTTAGACGA 
GGCAACTTCTTCCATTGATACACGGACAGAAGTGCTGGTACAGGATGCCTTTGCAAAACTCATGAAGGG 
CCGCACAAGTTTCATCATTGCTCACCGTTTGTCAACCATTCAGGATGCGGATTTAATTCTTGTCTTAGT 
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AGATGGTGATATTGTTGAATATGGTAACCATCAAGAACTCATGGATAGAAAGGGTAAGTATTACCAAAT 

GCAAAAAGCTGCGGCTTTTAGTTCTGA 

A 

SP108 amino acid (SEQ ID NO: 190) 

KKSYHLFQKQTETRGIQTQLIEESLSQQTIIQSFNAQTEFIQRLREAHDNYSGYSQSAIFYSSTVNPST 
RFWALIYALLAGVGAYRIMMGSALWGRLW 

SPEVAETGKEVLTTSDQVKGAISFKHVSFGYHPEKILIKDLSIDIPAGSKVAIVGPTGAGKSTLINLLM 
RFYP I S S GD ILLDGQS I YDYTRVSLRQQFGMVLQETWLTQGT I HDNI AFGNPEAS REQVI AAAKAANAD 
FFIQQLPQGYDTKLENAGESLSVGQAQLLTIARVFLAXPKILILDEATSSIDTRTEVLVQDAFAKLMKG 
RTSFI IAHRL S T I QDADL I LVLVDGD I VE YGNHQ ELMDRKGKYYQMQ KAAAF S SE 

SP109 nucleotide (SEQ ID NO:191) 

ACGAAATGC AGGGC AGACAGATGCCTC GCAAATTGAAAAGGC GGC AGTTAGCC AAGGAGGAAAAGCAGT 
GAAAAAAAC AGAAATT AGTAAAGAC GCAGAC TTGCAC GAAATTTATC T AGC TGGAGGTTGTTTC TGGGG 
AGTGGAGGAATATTTCTCACGTGTTCCCGGGGTGACGGATGCCGTTTCAGGCTATGCAAATGGTAGAGG 
AGAAAC AAC C AAGT AC GAATTGATTAAC C AAACAGGTC ATGC AGAAAC C GTC C ATGTC AC CTATGATGC 
CAAGCAAATTTCTCTCAAGGAAATCCTGCTTCACTATTTCCGCATTATCAATCCAACCAGCAAAAATAA 
AC AAGGAAATGATGTGGGGAC C C AGTAC C GT ACTGGTGTTTATTAC AC AGATGAC AAGGATTTGGAAGT 
GATTAAC C AAGTC TTTGATGAGGTGGCTAAGAAATAC GATC AAC C TC TAGC AGTTGAAAAGGAAAACTT 
GAAGAATTTTGTGGTGGCTGAGGATTACCATCAAGACTATCTCAAGAAAAATCCAAATGGCTACTGCCA 
TATCAATGTTAATCAGGCGGCCTATCCTGTCATTGATGCCAGCAAATATCCAAAACCAAGTGATGAGGA 
ATTGAAAAAGAC C CTGTC ACCTGAGGAGT ATGC AGTTAC CC AGGAAAATC AAAC AGAACGAGC TTTC TC 
AAACC GTTAC TGGGATAAATTTGAATC C GGTATCTATGTGGATATAGCAAC TGGGGAACCTC TCTTTTC 
ATCAAAAGACAAATTTGAGTCTGGTTGTGGCTGGCCTAGTTTTACCCAACCCATCAGTCCAGATGTTGT 
CACC TACAAGGAAGAT AAGTC C TAC AAT ATGAC GCGTATGGAAGTGCGGAGCC GAGTAGGAGATTCTC A 
CCTTGGGCATGTCTTTACGGATGGTCCACAGGACAAGGGCGGCTTACGTTACTGTATCAATAGCCTCTC 
TATC C GCTTT ATTCC C AAAGAC CAAATGGAAGAAAAAGGCTACGCTTATTTACT AGATT ATGTTGAT 

SP109 amino acid (SEQ ID NO:192) 

RNAGQTDASQIEKAAVSQGGKAVKKTEISKDADLHEIYLAGGCFWGVEEYFSRVPGVTDAVSGYANGRG 
ETTKYEL INQTGHAETVHVT YDAKQ I SLKE I LLHYFRI INPT S KNKQGNDVGTQYRTGVYYTDDKDLEV 
INQWDEVAKKYDQPLAVEKENLKNFWAEDYHQDYLKKNPNGYCHI1SIVNQAAYPVIDASKYPKPSDEE 
LKKTLSPEEYAVTQENQTERAFSNRYWDKFESGIYVDIATGEPLFSSKDKFESGCGWPSFTQPISPDW 
T YKEDKS YNMTRMEVRSRVGDSHLGHVFTDG PQDKGGLRYC INSL S I RF I PKDQMEEKGYAYLLDYVD 

SP110 nucleotide (SEQ ID NO:193) 

TGTATAGTTTTTAGCGCTTGTTCTTCTAATTCTGNTAAAAATGAAGAAAATACTTCTAAAGAGCATGCG 
C CTGATAAAATAGTTTTAGATCATGC TTTC GGTC AAAC TAT ATTAGATAAAAAACCTGAAAGAGTTGCA 
ACTATTGCTTGGGGAAATCATGATGTAGCATTAGCTTTAGGAATAGTTCCTGTTGGATTTTCAAAAGCA 
AATTACGGTGTAAGTGCTGATAAAGGAGTTTTACCATGGACAGAAGAAAAAATCAAAGAACTAAATGGT 
AAAGC T AACC TATTTGAC GATTTGGATGGAC TTAAC TTTGAAGC AATATC AAATTC TAAACC AGATGTT 
ATC TTAGC AGGTTATTCTGGTATAACTAAAGAAGATTATGAC AC TCTATC A 

SP110 amino acid (SEQ ID NO: 194) 

CIVFSACSSNSXKNEENTSKEHAPDKIVLDHAFGQTILDKKPERVATIAWGNHDVALALGIVPVGFSKA 
NYGVSADKGVLPWTEEKIKELNGKAI^FDDLDGLNFEAISNSKPDVILAGYSGITKEDYDTLS 

SP111 nucleotide (SEQ ID NO: 195) 

GTGTGTCGAGCATATTCTGAAGCAAACCTATCAAAATATAGAAATTATTTTAGTTGATGACGGTTCTAC 
GGATAATTCTGGGGAAATTTGTGATGCTTTTATGATGCAAGATAATCGTGTGCGAGTATTGCATCAAGA 
AAATAAGGGGGGGGCAGCACAAGCTAAAAATATGGGGATTAGTGTAGCTAAGGGAGAGTACATCACGAT 
TGTTGATTCAGATGAT ATC GTAAAAGAAAATATGATTGAAACTCTTTATC AGC AAGTC CAAGAAAAGGA 
TGCAGATGTTGTTATAGGGAATTACTATAATTATGACGAAAGTGACGGGAATTTTTATTTTTATGTAAC 
AGGGCAAGATTTTTGCGTC GAAGAATTAGCTATAC AAGAAATTATGAAC C GTC AAGC AGGAGATTGGAA 
ATTC AATAGC TCGGC CTTTATATTGCC GAC ATTTAAGTTGATTAAAAAAGAATTATTC AATGAAGTTC A 
CTTTTCAAATGGTCGCCGCTTTGATGATGAAGCAACTATGCATCGCTTTTATCTTTTAGCCTCTAAAAT 
CGTCTTTAT AAAC GATAATC TC TATCTGTATAGAAGACGTTC AGGAAGC ATC ATGAGAACGGAATTTGA 
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TCTTTCCTGGGCAAGAGATATTGTTGAAGTGTTTTCTAAGAAAATATCGGATTGTGTCTTGGCTGGTTT 
GGATGTCTC C GTTCTGCGTATTCGATTTGTC AATCTTTTAAAAGATTATAAGC AAACTTTAGAATAC CA 
TCAATTAACAGATACTGAGGAATATAAAGATATTTGTTTCAGATTAAAGTTGTTTTTTGATGCAGAACA 
AAGAAATGGTAAAAGT 

SPlll amino acid (SEQ ID NO: 196) 

CVEHILKQTYQNIEIILVDDGSTDNSGEI^ 

VDSDDIVKENMIETLYQQVQEKDADVVIGNYYNYDESDGNFYFYVTGQDFCVEELA 

FNSSAFILPTFKLIKKELFNEVHFSNGRRFDDEATMHRFYLLASKIVFINDNLYLYRRRSGSIMRTEFD 

LSWARDIVEVFSKKISDCVLAGLDVSVLRIRFVOT.LKDYKQTLEYHQLTDTEEYKDICFRLKLFFDAEQ 

RNGKS 

SP0112 nucleotide (SEQ ID NO: 197) 

GTGTTTGGATAGCATTCAGAATCAGACGTATCAAAATTTTGAGTGTTTATTAATCAATGATGGCTCTCC 
AGATCATTCATCCAAAATATGTGAAGAATTTGTAGAGAAAGATTCTCGTTTCAAATATTTTGAGAAAGC 
AAACGGCGGTCTTTCATCAGCTCGTAACCTAGGTATTGAATGTTCGGGGGGGGGGTACATTACTTTTGT 
AGACTCTGATGATTGGTTGGAACATGATGCTTTAGACCGATTATATGGTGCTTTGAAAAAGGAAAACGC 
AGATATTAGTATCGGGCGTTATAATTCTTATGATGAAAGACGCTATGTGTATATGACTTATGTTACGGA 
TC C AGATGATTCTC TAGAAGTGATAGAAGGT AAAGC AATTATGGATAGGGAAGGTGTC GAAGAAGTC AG 
AAATGGGAAC TGGACTGT AGCTGTC TTGAAGTTATTC AAGAGAGAGTTAC TAC AAGATTTAC C ATTTC C 
TATAGGAAAAATTGC AGAGGATACTTACTGGAC ATGGAAGGTAC TTC T AAGAGG TTC GAGGATAGTCTA 
TTTGAATCGTTGTGTTTACTGGTACCGTGTTGGTTTATCTGATACTTTATCGAATACATGGAGTGAAAA 
GCGTATGTATGATGAAATTGGGGCTAGGGAAGAAAAGATAGCTATTTTAGCAAGTTCAGACTATGACTT 
GACCAATCATATTTTGATTTATAAAAATAGATTACAAAGAGTGATAGCAAAATTAGAAGAACAAAATAT 
GC AGTTC AC AGAGATTTAC AGAAGAATGATGGAAAAATTGTCTTT ACTTC C G 

SP0112 amino acid (SEQ ID NO: 198) 

CLDSIQNQTYQNFECLLIISnDGSPDH^ 

DSDDWLEHDALDRLYGALKKENADISIGRYNSYDETRYVYMTWTDPDDSLEVIEGKAIMDREGVEEVR 

NGNWTVAVLKLFKRELLQDLPFPIGKIAEDTYWTWKVLLRASRXVYLNRCVYWYRV 

RHYDE I GAREEKI AI LAS SD YDLTNH IL I YKNRLQRVI AKLEEQNMQFTE I YRRMMEKL SLLP 

SP113 nucleotide (SEQ ID NO: 199) 

GTGC CTAGATAGT ATTATTAC TC AAAC AT ATAAAAATATTGAGATTGTTGTC GTTAATGATGGTTCTAC 
GGATGCTTC AGGTGAAATTTGT AAAGAATTTTC AGAAATGGATC ACC GAATTC TC TATATAGAAC AAGA 
AAATGCTGGTCTTTCTGCCGCACGAAACACCGGTCTGAATAATATGTCCGGAAATTATGTGACCTTTGT 
GGAC TC GGATGATTGGATTGAGCAAGATTATGTAGAAAC TCTATATAAAAAAATAGTAGAGTATCAGGC 
TGATATTGCAGTTGGTAATTATTATTCTTTCAACGAAAGTGAAGGAATGTTCTACTTTCATATATTGGG 
AGACTCCTATTATGAGAAAGTATATGATAATGTTTCTATCTTTGAGAACTTGTATGAAACTCAAGAAAT 
GAAGAGTTTTGC TTTGATATCTGC TTGGGGTAAACTCTATAAGGCAAGATTGTTTGAGC AGTTGC GCTT 
TGACATAGGTAAATTAGGAGAAGATGGTTACCTCAATCAAAAGGTATATTTATTATCAGAAAAGGTAAT 
TTATTTAAATAAAAGTCTTT ATGC TTATC GGATTAGAAAAGGTAGTTTATC AAGAGTTTGGAC AGAAAA 
GTGGATGC AC GC TTTAGTTGATGCTATGTCTGAAC GTATTAC GC TAC TAGC TAATATGGGTTATC CTCT 
AGAGAAACACTTGGCAGTTTATCGTCAGATGTTGGAAGTCAGTCTCGCCAACGGTCAAGCTAGTGGTTT 
ATC TGAC AC AGC AAC GTATAAAGAGTTTGAAATGAAAC AAAGGC TTTTAAATC AGCT ATCGAGAC AAGA 
GGAAAGTGAAAAGAAAGCC ATTGTCC TC GC AGC AAAC TATGGCTATGTAGAC CAAGTTTTAAC GACAAT 
CAAGTCTATTTGTTATC ATAATC GTTC GATTC GTTTTTATCTGATTC ATAGC GATTTTCC AAATGAATG 
GATTAAGCAATTAAATAAGCGC TTAGAGAAGTTTGACTCAGAAATTATT AATTGTCGGGTAAC TTCTGA 
GCAAATTTCATGTTATAAATCGGATATTAGTTACACAGTCTTTTTACGCTATTTCATAGCTGATTTCGT 
GCAAGAAGACAAGGCCCTCTACTTGGACTGTGATCTAGTTGTAACGAAAAATCTGGATGACTTGTTTGC 
TACAGACTTACAAGATTATCCTTTGGCTGCTGTTAGAGATTTTGGGGGCAGAGCTTATTTTGGTCAAGA 
AATCTTTAATGC C GGTGTTC TC TTGGTAAAC AATGCTTTTTGGAAAAAAGAGAATATGACC CAAAAATT 
AATTGATGTAACCAATGAATGGCATGATAAGGTGGATCAGGCAGATCAGAGCATCTTGAATATGCTTTT 
TGAACATAAATGGTTGGAATTGGACTTTGATTATAATCATATTGTCATTCATAAACAGTTTGCTGATTA 
TCAATTGCCTGAGGGTCAGGATTATCCTGCTATTATTCACTATCTTTCTCATCGGAAACCGTGGAAAGA 
TTTGGCGGCCCAAACCTATCGTGAAGTTTGGTGGTACTATCATGGGCTTGAATGGACAGAATTGGGACA 
AAACCATCATTTACATCCATTACAAAGATCTCACATCTATCCAATAAAGGAACCTTTCACTTGTCTAAT 
CTATACTGC C TC AGAC CATATTGAAC AAATTGAGAC ATTGGTTC AATC CTTGCCTGATATTCAGTTTAA 



Table 1 89 

GAT AGC AGC TAGAGTAATAGTT AGTGATCGATTGGCTC AGATGAC AATTTATC C AAAC GTGACTAT ATT 
TAACGGAATTCACTATTTGGTAGATGTCGATAATGAATTGGTAGAAACCAGTCAAGTACTTTTAGATAT 
TAATC ATGGCGAAAAGAC AGAAGAAATTCTC GATCAATTTGCTAATCTTGGCAAGC CTATCTTATC CTT 
TGAAAATACTAAAACCTATGAAGTAGGTCAGGAGGCATATGCTGTTGACCAAGTTCAAGCAATGATTGA 
AAAATTGAGAGAAATAAGCAAA 

SP113 amino acid (SEQ ID NO:200) 

CLDS 1 1 TQT YKNI EI VWNDGSTDASGEI CKEF S EMDHRILY I EQENAGLS AARNTGLISOSIMSGNYVTFV 
DSDDWIEQDYVETLYKKIVEYQADIAVGNYYSFNESEGMFYFHILGDSYYEKVYDWSIFENLYETQEM 
KSFALISAWGKiYKARLFEQLRFDIGKLGEDGYLNQKVYLLSEKVIYLNKSLYAYRIRKGSLSRVWTEK 
WMHALVDAMSERITLLAJSTMG 

ESEKKAIVLAANYGYVDQVIiTTIKSICYHNRSIRFYLIHSDFPNEWIKQLNKRLEKFDSEIINCRVTSE 
Q I SC YKSD I S YTVFLRYF I AD WQEDKAL YLDCDLVVTKNLDDLF ATDLQD YPLAAVRDFGGRAYFGQE 
I FNAGVLLVNNAFWKKENMTQKL IDVTNEWHDKVDQADQS ILNMLFEHKWLELDFDYNHIVIHKQFADY 
QLPEGQDYPAIIHYLSHRKPWKDLAAQTYREVWWYYHGLEWTELGQNHHLHPLQRSHIYPIKEPFTCLI 
YT ASDH I EQ I ETLVQ S LPDI QFKI AARVIVSDRLAQMT IYPNVTI FISTGI HYLVDVDNELVET S QVLLD I 
NHGEKTEEILDQFANLGKPILSFENTKTYEVGQEAYAVDQVQAMIEKLREISK 

SP114 nucleotide (SEQ ID NO:201) 

CATTCAGAAGCAGACCTATCAAAATCTGGAAATTATTCTTGTTGATGATGGTGCAACAGATGAAAGTGG 
TCGCTTGTGTGATTCAATCGCTGAACAAGATGACAGGGTGTCAGTGCTTCATAAAAAGAACGAAGGATT 
GTCGC AAGC AC GAAATGATGGGATGAAGC AGGC TC AC GGGGATTATCTGATTTTT ATTGACTC AGATGA 
TTATATCCATCCAGAAATGATTCAGAGCTTATATGAGCAATTAGTTCAAGAAGATGCGGATGTTTCGAG 
CTGTGGTGTC ATGAATGTC TATGC TAATGATGAAAGC C C AC AGTC AGC CAATC AGGATGACTATTTTGT 
CTGTGATTCTCAAACATTTCTAAAGGAATACCTCATAGGTGAAAAAATACCTGGGACGATTTGCAATAA 
GC TAATC AAGAGACAGATTGCAAC TGC C CTATC C TTTCC TAAGGGGTTGATTTAC GAAGATGC CTATT A 
CCATTTTGATTTAATC AAGTTGGCC AAGAAGTATGTGGTTAATACT AAAC C CTATTATTAC TATTTC C A 
TAGAGGGGATAGT ATTAC GAC CAAAC C CTATGC AGAGAAGGATTT AGCCTATATTGATATC TACC AAAA 
GTTTTATAATGAAGTTGTGAAAAACTATCCTGACTTGAAAGAGGTCGCTTTTTTCAGATTGGCCTATGC 
CCACTTCTTTATTCTGGATAAGATGTTGCTAGATGATCAGTATAAACAGTTTGAAGCCTATTCTCAGAT 
TCATCGTTTTTTAAAAGGCCATGCCTTTGCTATTTCTAGGAATCCAATTTTCCGTAAGGGGAGAAGAAT 
TAGTGCTTTGGCCCTATTCATAAATATTTCCTTATATCGATTCTTATTACTGAAAAATATTGAAAAATC 
TAAAAAATTACAT 

SP114 amino acid (SEQ ID NO: 202) 

IQKQTYQl^EIILVDDGATDESGRLCDSIAEQDDRVSVLHKKNEGLSQARNDGMKQAHGDYLIFIDSDD 
YIHPEMIQSLYEQLVQEDADVSSCGVMNVYANDESPQSANQDDYFVC 

LIKRQIATALSFPKGLIYEDAYYHFDLIKLAKKYWNTKPYYYYFHRGDSXTTKPYAEKDLAYIDIYQK 

FYNEVVKOTPDLKEVAFFRI^YAHFFILDKMLLDDQYKQFEAYSQIHRFLKGHAFAISRNPIF 

SALALFINISLYRFLLLKNIEKSKKLH 

SP115 nucleotide (SEQ ID NO: 203) 

TAAGGC TGATAATC GTGTTC AAATGAGAAC GAC GATTAATAATGAATC GC C ATTGTTGCTTTC TCC GTT 
GTATGGCAATGATAATGGTAACGGATTATGGTGGGGGAACACATTGAAGGGAGCATGGGAAGCTATTCC 
TGAAGATGTAAAGC C ATATGC AGC GATTGAACTTC ATC C TGC AAAAGTC TGTAAACC AACAAGTTGTAT 
TCC AC GAGATAC GAAAGAATTGAGAGAATGGTATGTC AAGATGTTGGAGGAAGCTC AAAGTC TAAACAT 
TCCAGTTTTCTTGGTTATTATGTCGGCTGGAGAGCGTAATACAGTTCCTCCAGAGTGGTTAGATGAACA 
ATTCCAAAAGTATAGTGTGTTAAAAGGTGTTTTAAATATTGAGAATTATTGGATTTACAATAACCAGTT 
AGCTCCGCATAGTGCTAAATATTTGGAAGTTTGTGCCAAATATGGAGCGCATTTTATCTGGCATGATCA 
TGAAAAATGGTTCTGGGAAACTATTATGAATGATCCGACATTCTTTGAAGCGAGTCAAAAATATCATAA 
AAATTTGGTGTTGGCAACTAAAAATACGCCAATAAGAGATGATGCGGGTACAGATTCTATCGTTAGTGG 
ATTTTGGTTGAGTGGCTTATGTGATAACTGGGGCTCATCAACAGATACATGGAAATGGTGGGAAAAACA 
TTATACAAACACATTTGAAACTGGAAGAGCTAGGGATATGAGATCCTATGCATCGGAACCAGAATCAAT 
G ATTGC TATGGAAATGATGAATGTATATACTGGGGGAGGC ACAGTTTATAATTTC GAATGTGC CGCGT A 
TACATTTATGAC AAATGATGTAC CAACTC CAGC ATTTACTAAAGGTATTATTCCTTTC TTTAGAC ATGC 
TATACAAAATCCAGCTCCAAGTAAGGAAGAAGTTGTAAATAGAACAAAAGCTGTATTTTGGAATGGAGA 
AGGTAGGATTAGTTC ATTAAACGGATTTT AT C AAGGACTTTATTC GAATGAT G AAAC AATGC CTTT ATA 
TAATAATGGGAGATATCATATTCTTCCTGTAATACATGAGAAAATTGATAAGGAAAAGATTTCATCTAT 
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ATTCCCTAATGCAAAAATTTTGACTAAAAATAGTGAGGAATTGTCTAGTAAAGTCAACTATTTAAACTC 
GCTTTATCCAAAACTTTATGAAGGAGATGGGTATGCTCAGCGTGTAGGTAATTCCTGGTATATTTATAA 
TAGTAATGCTAATATCAATAAAAATCAGCAAGTAATGTTGCCTATGTATACTAATAATACAAAGTCGTT 
ATCGTTAGATTTGACGCCACATACTTACGCTGTTGTTAAAGAAAATCCAAATAATTTACATATTTTATT 
GAATAATTACAGGACAGATAAGACAGCTATGTGGGCATTATCAGGAAATTTTGATGCATCAAAAAGTTG 
GAAGAAAGAAGAATTAGAGTTAGC GAACTGGATAAGC AAAAATTATTC C ATC AATC C TGTAGATAATGA 
CTTTAGGAC AAC AAC AG TT AC ATTAAAAGGGC AT ACTGGTC ATAAAC C TC AGATAAATATAAGTGGC GA 
TAAAAATC ATTATAC TTATAC AGAAAATTGGGATGAGAATAC CC ATGTTTATAC C ATTAC GGTTAATC A 
TAATGGAATGGTAGAGATGTC TATAAATACTGAGGGGACAGGTG C AGTCTCTTTC C C AACAC C AGATAA 
ATTTAATGATGGTAATTTGAATATAGC ATATGCAAAAC C AAC AACAC AAAGTTC TGTAGATTACAATGG 
AGAC C CTAATAGAGCTGTGGATGGTAAC AGAAATGGTAATTTTAACTC TGGTTC GGTAAC AC ACAC TAG 
GGCAGATAATCCCTCTTGGTGGGAAGTCGATTTGAAAAAAATGGATAAAGTTGGGCTTGTTAAAATTTA 
TAATCGCACAGATGCTGAGACTCAACGTCTATCTAATTTT 

SP115 amino acid (SEQ ID NO:204) 

KADNRVQMRTTINNES PLLLS PL YGNDNGNGLWWGNTLKGAWEAI PEDVKP YAAI ELHPAKVC KPTS C I 

PRDTKELREWWKiy&EEAQSLNIPWLV^ 

APHSAKYLEVCAKYGAHFIWHDHEKWFWETIM 

FWLSGLCDNWGSSTDTWKMtfEKHYTNTFETC 

TFMTNDVPTPAFTKGIIPFFRHAIQNPAPSKEEVVNRTKAVFWGEGRISSLMGFYQGLYSNDETMPLY 

NNGRYHILPVIHEKIDKEKISSIFPNAKILTKNSEELSSKVOTLNSLYPKLYEGDGYAQRVGNSWYITO 

SNANINKNQQVMLPI^^ 

KKEELELANWISKNYSINPVDNDFRTT^ 

NGMVEMSINTEGTGPVSFPTPDKFIsroGNLNIAYAKPTTQSS^ 
ADNPSWWEVDLKKMDKVGLVKIYNRTDAETQRLSNF 

SP117 nucleotide (SEQ ID NO:205) 

CTGTGGCAATCAGTCAGCTGCTTCCAAACAGTCAGCTTCAGGAACGATTGAGGTGATTTCACGAGAAAA 
TGGCTCTGGGACACGGGGTGCCTTCACAGAAATCACAGGGATTCTCAAAAAAGACGGTGATAAAAAAAT 
TGACAACACTGCCAAAACAGCTGTGATTCAAAATAGTACAGAAGGTGTTCTCTCAGCAGTTCAAGGGAA 
TGCTAATGCTATCGGCTACATCTCCTTGGGATCTTTAACGAAATCTGTCAAGGCTTTAGAGATTGATGG 
TGTCAAGGCTAGTCGAGACACAGTTTTAGATGGTGAATACCCTCTTCAACGTCCCTTCAACATTGTTTG 
GTCTTCTAATCTTTCCAAGCTAGGTCAAGATTTTATCAGCTTTATCCACTCCAAACAAGGTCAACAAGT 
GGTC AC AGATAATAAATTTATTGAAGC TAAAACC GAAACC AC GGAATATAC AAGC C AAC ACTTATC AGG 
CAAGTTGTCTGTTGTAGGTTCCACTTCAGTATCTTCTTTAATGGAAAAATTAGCAGAAGCTTATAAAAA 
AGAAAATC C AGAAGTTAC GATTGATATTACG TCTAATGGGTC TTC AGC AGGTATTACC GC TGTT AAGGA 
GAAAACCGCTGATATTGGTATGGTTTCTAGGGAATTAACTCCTGAAGAAGGTAAGAGTCTCACCCATGA 
TGCTATTGCTTTAGACGGTATTGCTGTTGTGGTCAATAATGACAATAAGGCAAGCCAAGTCAGTATGGC 
TGAACTTGC AGACGTTTTTAGTGGC AAATTAAC C ACC TGGGAC AAGATTAAA 

SP117 amino acid (SEQ ID NO:206) 

CGNQSAASKQSASGTIEVISRENGSGTRGAFTEITGILKKDGDKKIDNTAKTAVIQNSTEGVLSAVQGN 
ANAIGYISLGSLTKSVKALEIDGVKASRDTVLDGEYPLQRPFNIWSSNLSKLGQDFISFIHSKQGQQV 
VTDNKFIEAKTETTEYTSQHLSGKLSWGSTSVSSLMEKLAEAYKKENPEVTIDITSNGSSAGITAVKE 
KTADIGMVSRELTPEEGKSLTHDAIALDGIAVVVINn^^ 

SP118 nucleotide (SEQ ID NO: 2 07) 

TTGTC AACAACAAC ATGCTACTTCTGAGGGGAC GAATC AAAGGC AAAGCAGTTC AGC GAAAGTTC C ATG 
GAAAGCTTC ATAC AC C AAC C TAAAC AAC CAGGTAAGTAC AGAAGAGGTCAAATCTCTCTTATC AGC TC A 
CTTGGATC C AAATAGTGTTGATGC ATTTTTTAATCTCGTTAATGAC TATAATAC C ATTGTCGGCTC AAC 
TGGCTTATC AGGAGATTTC ACTTCCTTTACTCAC AC C GAATAC GATGTTGAGAAAATC AGTCATCTCTG 
GAATCAAAAGAAGGGCGATTTTGTTGGGACCAACTGCCGTATCAATAGTTATTGTCTTTTGAAAAATTC 
AGTC ACC ATTCCAAAGCTTGAAAAGAATGAC CAGTTGCTTTTC C TAGATAATGATGCGATTGATAAAGG 
AAAGGTCTTTGATTCACAAGATAAGGAAGAGTTTGATATTCTATTTTCGAGAGTTCCAACTGAGTCAAC 
TACAGATGTCAAGGTTCACGCTGAAAAGATGGAAGCATTCTTCTCACAATTTCAATTCAATGAAAAAGC 
TCGAATGCTGTCTGTAGTCTTGCACGACAATTTGGATGGCGAGTATCTGTTTGTAGGCCACGTTGGGGT 
CTT AGTAC CTGC TGATGAC GGTTTCTTATTTGTAGAGAAATTGACTTTC GAAGAGCCCTAC C AAGC GAT 
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TAAATTTGCT AGTAAGGAAGATTGC TAC AAGTATTTGGGC AC C AAGTATGC GGATTATAC AGGC GAGGG 
ACTGGCTAAGCCTTTTATCATGGATAATGATAAGTGGGTTAAACTT 



SP118 amino acid (SEQ ID NO:208) 

CQQQHATSEGTNQRQSSSAKVPWKASYTNL^ 

GLSGDFTSFTHTEYDVEKISHLWNQKKGDFVGTNCRINSYCLLKNSVTIPKLEKNDQLLFLDNDAIDKG 

KVFDSQDKEEFDILFSRVPTESTTDVKVHAEKMEAFFSQFQFNEK^^ 

LVPADDGFLFVEKLTFEEPYQAIKFASKEDCYKYLGTKYADYTGEGLAKPFIMDNDKWKL 

SP119 nucleotide (SEQ ID NO: 209) 

TTGTTCAGGCAAGTCCGTGACTAGTG'AACACCAAACGAAAGATGAAATGAAGACGGAGCAGACAGCTAG 
TAAAACAAGCGCAGCTAAAGGGAAAGAGGTGGCTGATTTTGAATTGATGGGAGTAGATGGCAAGACCTA 
CCGTTTATCTGATTACAAGGGCAAGAAAGTCTATCTCAAATTCTGGGCTTCTTGGTGTTCCATCTGTCT 
GGCTAGTCTTCCAGATACGGATGAGATTGCTAAAGAAGCTGGTGATGACTATGTGGTCTTGACAGTAGT 
GTC AC C AGGAC ATAAGGGAGAGC AATC TGAAGC GGACTTTAAGAATTGGTATAAGGGATTGGATTATAA 
AAATCTCCCAGTCCTAGTTGACCCATCAGGCAAACTTTTGGAAACTTATGGTGTCCGTTCTTACCCAAC 
C C AAGC CTTTATAGAC AAAGAAGGC AAGC TGGTC AAAAC ACATC C AGGATTC ATGGAAAAAGATGC AAT 
TTTGCAAACTTTGAAGGAATTAGCC 

SP119 amino acid (SEQ ID NO:210) 

CSGKSVTSEHQTKDEMKTEQTASKTSAAKGKEVADFEL^ 

ASLPDTDEIAKEAGDDYVVLTWSPGHKGEQSEADFKNWYKGLDYKNLPVLTO 
QAFIDKEGKLVKTHPGFMEKDAILQTLKELA 

SP120 nucleotide (SEQ ID NO:211) 

CTCGCAAATTGAAAAGGCGGCAGTTAGCCAAGGAGGAAAAGCAGTGAAAAAAACAGAAATTAGTAAAGA 
CGCAGACTTGCACGAAATTTATCTAGCTGGAGGTTGTTTCTGGGGAGTGGAGGAATATTTCTCACGTGT 
TCCC GGGGTGACGGATGG C GTTTC AGGCTATGC AAATGGTAGAGGAGAAAC AACC AAGTACGAATTGAT 
TAACCAAACAGGTCATGCAGAAACCGTCCATGTCACCTATGATGCCAAGCAAATTTCTCTCAAGGAAAT 
CCTGCTTCACTATTTCCGCATTATCAATCCAACCAGCAAAAATAAACAAGGAAATGATGTGGGGACCCA 
GT AC C GT AC TGGTGTTTATTAC AC AGATGAC AAGGATTTGGAAGTGATTAAC C AAGTC TTTGATGAGGT 
GGCTAAGAAATACGATCAACCTCTAGCAGTTGAAAAGGAAAACTTGAAGAATTTTGTGGTGGCTGAGGA 
TTAC C ATCAAGAC T ATCTCAAGAAAAATCCAAATGGCTAC TGC C ATATC AATGTTAATCAGGC GGCCTA 
TCCTGTCATTGATGCCAGCAAATATCCAAAACCAAGTGATGAGGAATTGAAAAAGACCCTGTCACCTGA 
GGAGTATGCAGTTACC C AGGAAAATC AAAC AGAAC GAGC TTTCTC AAACC GTTACTGGGATAAATTTGA 
ATCCGGTATCTATGTGGATATAGCAACTGGGGAACCTCTCTTTTCATCAAAAGACAAATTTGAGTCTGG 
TTGTGGCTGGCCTAGTTTTACCCAACCCATCAGTCCAGATGTTGTCACCTACAAGGAAGATAAGTCCTA 
CAATATGACGCGTATGGAAGTGCGGAGCCGAGTAGGAGATTCTCACCTTGGGCATGTCTTTACGGATGG 
TCCACAGGACAAGGGCGGCTTACGTTACTGTATCAATAGCCTCTCTATCCGCTTTATTCCCAAAGACCA 
AAT GGAAGAAAAAGGT AC GC TT AT TTAC 



SP120 amino acid (SEQ ID NO: 2 12) 

SQ I EKAAVS QGGKAVKKTE I SKD ADLHEI YL AGGCFWGVEEYF SRVPGVTDAVSGYANGRGETTKYEL I 

NQTGHAETITHVTYDAKQISLKEILLHYFRIINPTSKNKQGNDVGTQYRTGVYYTDDKDL 

AKKYDQPLAVEKEISTLKNFWAEDYHQDYLKKNPNGYCHINWQAAYPVIDASKYPKPSDEELKKTLSPE 

EYAVTQENQTERAFSNRYWDKFESGIYVDIATGEPLFSSKDKFESGCGWPSFTQPISPDWTYKEDKSY 

NMTRMEVRSRVGDSHLGHVFTDGPQDKGGLRYCINSLSIRFIPKDQMEEKGTLIY 

SP121 nucleotide (SEQ ID NO:213) 

TTGTCAGTCAGGTTCTAATGGTTCTCAGTCTGCTGTGGATGCTATCAAACAAAAAGGGAAATTAGTTGT 
GGC AACC AGTCCTGACTATGCACCCTTTGAATTTC AATC ATTGGTTGATGGAAAGAACCAGGTAGTCGG 
TGCAGACATCGACATGGCTCAGGCTATCGCTGATGAACTTGGGGTTAAGTTGGAAATCTCAAGCATGAG 
TTTTGACAATGTTTTGACCAGTCTTCAAACTGGTAAGGCTGACCTAGCAGTTGCAGGAATTAGTGCTAC 
TGAC GAGAGAAAAGAAGTC TTTGATTTTTC AATC C CAT AC TATGAAAACAAGATTAGTTTCTTGGTTC G 
TAAGGCTGATGTGGAAAAATAC AAGGATTTAACTAGC CTAGAAAGTGCTAATATTGC AGC C C AAAAAGG 
GACTGTTCCAGAATCAATGGTCAAGGAACAATTGCCAAAAGTTCAATTAACTTCCCTAACTAATATGGG 
TGAAGCAGTCAATGAATTGCAGGCTGGAAAAATAGATGCTGTTCATATGGATGAGCCTGTTGCACTTAG 
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TTATGCTGCTAAAAACGCTGGCTTAGCTGTCGCAACTGTCAGCTTGAAGATGAAGGACGGCGACGCCAA 
TGCC 



SP121 amino acid (SEQ ID NO:214) 

C Q SGSNG S Q S AVDAI KQKGKLWATS PDYAP FE F QS LVDGKNQWGAD I DMAQAI AD ELGVKL E I S SMS 
FDNVLT SLQTGKADLAVAGI SATDERKEVFDFS I PYYENKI SFLVRKADVEKYKDLTSLES ANI AAQKG 
TVPESMVKEQLPKVQLTSLTNMGEAWELQAGKIDAVHMDEPVALSYAAKNAGLAVAWSLKM 
A 

SP122 nucleotide (SEQ ID NO:215) 

GGAAACTTCACAGGATTTTAAAGAGAAGAAAACAGCAGTCATTAAGGAAAAAGAAGTTGTTAGTAAAAA 

TCCTGTGATAGACAATAACACTAGCAATGAAGAAGCAAAAATGAAAGAAGAAAATTCCAATAAATCCCA 

AGGAGATTATAC GGACTC ATTTGTGAATAAAAAC AC AGAAAATC CC AAAAAAGAAGATAAAGTTGTCT A 

TATTGC TGAATTTAAAGAT AAAGAATC TGGAGAAAAAGC AATC AAGGAAC TATC C AGTC TTAAGAATAC 

AAAAGTTTTATATACTTATGATAGAATTTTTAACGGTAGTGCCATAGAAACAACTCCAGATAACTTGGA 

CAAAATTAAACAAATAGAAGGTATTTCATCGGTTGAAAGGGCACAAAAAGTCCAACCCATGATGAATCA 

TGCCAGAAAGGAAATTGGAGTTGAGGAAGCTATTGATTACCTAAAGTCTATCAATGCTCCGTTTGGGAA 

AAATTTTGATGGTAGAGGTATGGTCATTTCAAATATCGATACTGGAACAGATTATAGACATAAGGCTAT 

GAGAATC GATGATGATGCC AAAGC C TC AATGAGATTTAAAAAAGAAGAC TT AAAAGGC AC TGATAAAAA 

TTATTGGTTGAGTGATAAAATCCCTCATGCGTTCAATTATTATAATGGTGGCAAAATCACTGTAGAAAA 

ATATGATGATGGAAGGGATTATTTTGACCCACATGGGATGCATATTGCAGGGATTCTTGCTGGAAATGA 

TACTGAACAAGACATCAAAAACTTTAACGGCATAGATGGAATTGCACCTAATGCACAAATTTTCTCTTA 

CAAAATGTATTCTGACGCAGGATCTGGGTTTGCGGGTGATGAAACAATGTTTCATGCTATTGAAGATTC 

TATC AAAC AC AAC GTTGATGTTGTTTC GGTATC ATC TGGTTTTACAGGAAC AGGTC TTGTAGGTGAGAA 

ATATTGGCAAGCTATTCGGGCATTAAGAAAAGCAGGCATTCCAATGGTTGTCGCTACGGGTAACTATGC 

GACTTCTGCTTCAAGTTCTTCATGGGATTTAGTAGCAAATAATCATCTGAAAATGACCGACACTGGAAA 

TGTAACACGAACTGCAGCACATGAAGATGCGATAGCGGTCGCTTCTGCTAAAAATCAAACAGTTGAGTT 

TGATAAAGTTAACATAGGTGGAGAAAGTTTTAAATACAGAAATATAGGGGCCTTTTTCGATAAGAGTAA 

AATCACAACAAATGAAGATGGAACAAAAGCTCCTAGTAAATTAAAATTTGTATATATAGGCAAGGGGCA 

AGACCAAGATTTGATAGGTTTGGATCTTAGGGGCAAAATTGCAGTAATGGATAGAATTTATACAAAGGA 

TTTAAAAAATGCTTTTAAAAAAGCTATGGATAAGGGTGCACGCGCCATTATGGTTGTAAATACTGTAAA 

TTACTAC AATAGAGATAATTGGAC AGAGCTTC C AGCTATGGGATATGAAGC GGATGAAGGT AC TAAAAG 

TCAAGTGTTTTCAATTTCAGGAGATGATGGTGTAAAGCTATGGAACATGATTAATCCTGATAAAAAAAC 

TGAAGTCAAAAGAAATAATAAAGAAGATTTTAAAGATAAATTGGAGCAATACTATCCAATTGATATGGA 

AAGTTTTAATTC C AAC AAAC C GAATGTAGGTGACGAAAAAGAGATTGACTTTAAGTTTGC AC C TGACAC 

AGAC AAAGAAC TC TATAAAGAAGATATC ATC GTTC CAGCAGGATCTAC ATC TTGGGGGCC AAGAATAGA 

TTTACTTTTAAAACCCGATGTTTCAGCACCTGGTAAAAATATTAAATCCACGCTTAATGTTATTAATGG 

C AAATC AAC TTATGGCTATATGTCAGGAACTAGTATGGC GACTC C AATC GTGGC AGC TTCTACTGTTTT 

GATTAGACC GAAATTAAAGGAAATGCTTGAAAGAC CTGTATTGAAAAATC TTAAGGGAGATGAC AAAAT 

AGATCTTAC AAGTCTTAC AAAAATTGC CCTAC AAAATACTGC GC GAC CTATGATGGATGCAAC TTC TTG 

GAAAGAAAAAAGTCAATACTTTGCATCACCTAGACAACAGGGAGCAGGCCTAATTAATGTGGCCAATGC 

TTTGAGAAATGAAGTTGTAGCAACTTTCAAAAACACTGATTCTAAAGGTTTGGTAAACTCATATGGTTC 

CATTTCTCTTAAAGAAATAAAAGGTGATAAAAAATACTTTACAATCAAGCTTCACAATACATCAAACAG 

ACCTTTGACTTTTAAAGTTTCAGCATCAGCGATAACTACAGATTCTCTAACTGACAGATTAAAACTTGA 

TGAAACATATAAAGATGAAAAATCTCCAGATGGTAAGCAAATTGTTCCAGAAATTCACCCAGAAAAAGT 

CAAAGGAGCAAATATCACATTTGAGCATGATACTTTCACTATAGGCGCAAATTCTAGCTTTGATTTGAA 

TGCGGTTATAAATGTTGGAGAGGCCAAAAACAAAAATAAATTTGTAGAATCATTTATTCATTTTGAGTC 

AGTGGAAGCGATGGAAGCTCTAAACTC C AGC GGGAAGAAAATAAAC TTC C AAC CTTCTTTGTCGATGCC 

TCTAATGGGATTTGCTGGGAATTGGAACCACGAACCAATCCTTGATAAATGGGCTTGGGAAGAAGGGTC 

AAGATC AAAAACAC TGGGAGGTTATGATGATGATGGTAAAC CGAAAATTCC AGGAACC TT AAATAAGGG 

AATTGGTGGAGAACATGGTATAGATAAATTTAATCCAGCAGGAGTTATACAAAATAGAAAAGATAAAAA 

TAC AAC ATCCC TGGATC AAAATC C AGAATTATTTGCTTTC AATAAC GAAGGGATC AAC GCTCC ATC ATC 

AAGTGGTTCTAAGATTGC TAAC ATTTATCCTTTAGATTC AAATGGAAATC CTC AAGATGCTC AAC TTGA 

AAGAGGATTAAC AC CTTC TC C ACTTGTATTAAGAAGTGCAGAAGAAGGATTGATT 

SP122 amino acid (SEQ ID NO:216) 

ETSQDFKEKKTAVIKEKEWSKNPVIDmTSNE 

I AEFKDKESGEKAIKELS SLKNTKVL YTYDRI FNGSAI ETT PDNLDKIKQ I EGI S S VERAQKVQPMMNH 
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ARKEIGVEEAIDYLKSINAPFGKNFDGRGWISNIDTGTDYRHKAMRIDDDAKASMRFKKEDLKGTDKN 
YWLSDKIPHAFNYYNGGKITVEKYDDGRDYFDPHGMHIAGILAGNDTEQDIKNFNGIDGIAPNAQIFSY 
KMY SDAGSGFAGDETMFHAI EDS I KHNVDWSVS SGFTGTGLVGEKYWQAIRALRKAGIPMWATGNYA 
TSASSSSWDLVANNHLKMTDTGW^ 

ITTNEDGTKAP SKLKFVYI GKGQDQDL I GLDLRGKI AVMDRI YTKDLKNAFKKAMDKGARAIMVVNTVN 
YYNRDNWTELPAMGYEADEGTK^ 

SFNSNKPNVGDEKEIDFKFAPDTDKELYKEDIIVPAGSTSWGPRIDLLLKPDVSAPGKNIKSTLNVING 

KSTYGYMSGTSMATPIVAASTVLIRPKLKEMLER 

KEKSQYFASPRQQGAGLIWANALRNEWATFKOT^ 

PLTFKVSASAITTDSLTDRLKLDETYKDEKSPDGKQIVPEIHPEKVKGANTITFEHDTFTIGANSSFDLN 
AVIIWGEAKNKHKFVESFIHFESVEAMEAL^ 

RSKTLGGYDDDGKPKIPGTLNKGIGGEHGIDKFNPAGVIQNRKDKNTTSLDQNPELFAFNNEGINAPSS 
SGSKIANIYPLDSNGNPQDAQLERGLTPSPLVLRSAEEGLI 

SP123 nucleotide (SEQ ID NO: 217) 

TGTGGTCGAAGTTGAGACTCC TC AATCAATAAC AAATCAGGAGC AAGCTAGGAC AGAAAAC CAAGTAGT 
AGAGAC AGAGGAAGC TCC AAAAGAAGAAGC AC C T AAAAC AGAAGAAAGTC C AAAGGAAGAAC C AAAATC 
GGAGGTAAAACCTACTGACGACACCCTTCCTAAAGTAGAAGAGGGGAAAGAAGATTCAGCAGAACCAGC 
TCC AGTTGAAGAAGT AGGTGGAGAAGTTGAGTC AAAAC C AGAGGAAAAAGTAGC AGTT AAGC CAGAAAG 
TCAAC C ATC AGACAAACCAGCTGAGGAATC AAAAGTTGAACAAGC AGGTGAACC AGTCGCGC CAAGAGA 
AGACGAAAAGGCACCAGTCGAGCCAGAAAAGCAACCAGAAGCTCCTGAAGAAGAGAAGGCTGTAGAGGA 
AAC ACC GAAAC AAGAAGAGTCAAC TC C AGAT AC C AAGGC TGAAGAAACTGTAGAAC C AAAAGAGGAGAC 
TGTTAATCAATCT ATTGAAC AAC C AAAAGTTGAAAC GC CTGCTGTAGAAAAAC AAAC AGAAC C AAC AGA 
GGAACCAAAAGTTGAACAAGCAGGTGAACCAGTCGCGCCAAGAGAAGACGAACAGGCACCAACGGCACC 
AGTTGAGC C AGAAAAGC AACC AGAAGTTCCTGAAGAAGAGAAGGCTGTAGAGGAAACAC C GAAACC AGA 
AGATAAAATAAAGGGTATTGGTACTAAAGAACCAGTTGATAAAAGTGAGTTAAATAATCAAATTGATAA 
AGCTAGTTCAGTTTCTCCTACTGATTATTCTACAGCAAGTTACAATGCTCTTGGACCTGTTTTAGAAAC 
TGCAAAAGGTGTCTATGCTTCAGAGCCTGTAAAACAGCCTGAGGTAAATAGCGAGACAAATAAACTTAA 
AAC GGC TATTGACGC TCTAAAC GTTGAT AAAAC TGAATTAAACAAT AC GATTGC AGATGC AAAAAC AAA 
GGTAAAAGAACATTACAGTGATAGAAGTTGGCAAAACCTCCAAACTGAAGTTACAAAGGCTGAAAAAGT 
TGCAGC TAATAC AGATGC TAAAC AAAGTGAAGTTAACGAAGCTGTTGAAAAATTAACTGC AAC TATTGA 
AAAATTGGTTGAATTATC TGAAAAGC C AAT ATT AAC ATTGACTAGT AC CGAT AAGAAAATATTGGAAC G 
TGAAGCTGTTGCTAAGTATACTCTAGAAAATCAAAACAAAACAAAAATCAAATCAATCACAGCTGAATT 
GAAAAAAGGAGAAGAAGTTATTAATAC TGTAGTC C TTACAGATGAC AAGGTAAC AAC AGAAACTATAAG 
C GCTGC ATTT AAGAAC C TAGAGTAC T AC AAAGAATACACC CTATCTACAACTATGATTTAC GAC AGAGG 
TAAC GGTGAAGAAACTGAAAC TCTAGAAAATC AAAATATTCAATTAGATCTTAAAAAAGTTGAGC TTAA 
AAATATTAAAC GTACAGATTTAATC AAATAC GAAAATGGAAAAGAAACTAATGAATC ACTGATAACAAC 
TATTCCTGATGATAAGAGCAATTATTATTTAAAAATAACTTCAAATAATCAGAAAACTACATTACTAGC 
TGTT AAAAATATAGAAGAAACTACGGTTAAC GGAACAC C TGTATATAAAGTTAC AGCAATC GC AGAC AA 
TTTAGTCTCTAGAACTGCTGATAATAAATTTGAAGAAGAA 

SP123 amino acid (SEQ ID NO: 218) 

VVEVETPQSITNQEQARTENQWETEEAPKEEAPKTEESPKEEPKSEVKPTDDTIiPKVEEGKEDSAEPA 

PVEEVGGEVESKPEEKVAVKPESQPSDKPAEESKVEQAGEPVAPREDEKAPVEPEKQPEAPEEEKAVEE 

TPKQEESTPDTKAEETVEPKEETWQSIEQPKVETPAVEKQTEPTEEPKVEQAGEPVAPREDEQAPTAP 

VEPEKQPEVPEEEKAVEETPKPEDKIKGIGTKEPVDKSELNNQIDKASSVSPTDYSTASYNALGPVLET 

AKGVYASEPVKQPEVNS ETNKL'KTAIDALNVDKTELNNT IAX)AKTKVKEHYSI)RSWQNLQTEVTKAEKV 

AANTDAKQSEVNEAVEKLTATIEKLVELSEKPILTLTSTDKKILEREAVAKYTLENQNKTKIKSITAEL 

KKGEEVINTWLTDDKVTTETI SAAFKI^^ 

NIKRTDLIKYENGKETNESLITTIPDDKSNYYLKITSlXn^^ 

LVSRTADNKFEEE 

SP124 amino acid (SEQ ID NO: 2 19) 

AAC AC CTGTATATAAAGTT AC AGCAATC GC AGAC AATTTAGTC TCTAGAAC TGC TGATAAT AAATTTGA 
AGAAGAATACGTTCACTATATTGAAAAACCTAAAGTCCACGAAGATAATGTATATTATAATTTCAAAGA 
"ATTAGTGG^GCTATTCAAAACGATCCTTCAAAAGAATATCGTCTGGGACAATCAATGAGCGCTAGAAA 
TGTTGTTC CT AATGGAAAATC ATATATC AC TAAAGAATTCAC AGGAAAAC TTTTAAGTTCTGAAGGAAA 
AC AATTTGCTATTACTGAATTGGAAC ATC C ATTATTTAATGTGAT AAC AAAC GC AAC GATAAATAATGT 
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GAATTTTGAAAATGTAGAGATAGAAC GTTC TGGTC AAGATAAT ATTGC ATC ATTAGC CAATACTATGAA 
AGGTTCTTCAGTTATTACAAATGTCAAAATTACAGGCACACTTTCAGGTCGTAATAATGTTGCTGGATT 
TGTAAATAATATGAATGATGGAACTCGTATTGAAAATGTTGCTTTCTTTGGCAAAGTACACTCTACAAG 
TGGAAATGGCTCTCATACAGGGGGAATTGCAGGTACAAACTATAGAGGAATTGTTAGAAAAGCATATGT 
TGATGCTAC T ATTACAGGAAACAAAACAC GC GC CAGC TTGTTAGTTC CTAAAGTAGATTATGGATTAAC 
TCTAGACCATCTTATTGGTACAAAAGCTCTCCTAACTGAGTCGGTTGTAAAAGGTAAAATAGATGTTTC 
AAATCCAGTAGAAGTTGGAGCAATAGCAAGTAAGACTTGGGCTGTAGGTACGGTAAGTAATTCTGTCAG 
CTATGCTAAGATTATC C GTGGAGAGGAGTTATTC GGC TCTAAC GAC GTTGATGATTC TGATTATGCTAG 
TGCTCATATAAAAGATTTATATGCGGTAGAGGGATATTCGTCAGGTAATAGATCATTTAGGAAATCTAA 
AACATTTACTAAATTAACTAAAGAAC AAGCT GATGC TAAAGTTAC TACTTTC AATATTACTGCTGATAA 
ATT AGAAAGTGATC TATCTC CTC TTGCAAAAC TTAATGAAGAAAAAGCCTATTCTAGTATTC AAGATTA 
TAACGCTGAATATAACCAAGCCTATAAAAATCTTGAAAAATTAATACCATTCTACAATAAAGATTATAT 
TGTATATCAAGGTAATAAATTAAATAAAGAACACCATCTAAATACTAAAGAAGTTCTTTCTGTTACCGC 
GATGAAC AAC AATGAGTTTATC AC AAAC C TAGATGAAGCTAATAAAATTATTGTTC AC TATGCGGAC GG 
TAC AAAAGATTACTTTAAC TTGTC TTCTAGC AGTGAAGGTTTAAGTAATGTAAAAGAAT ATACTATAAC 
TGACTTAGGAATTAAAT ATAC ACC TAATATC GTTC AAAAAGAT AAC ACTACTCTTGTTAATGATAT AAA 
ATCTATTTTAGAATCAGTAGAGCTTC AGTC TC AAAC GATGTATC AGC ATC TAAATC GATTAGGTGAC TA 
TAGAGTTAATGCAATCAAAGATTTATATTTAGAAGAAAGCTTCACAGATGTTAAAGAAAACTTAACAAA 
CCTAATCACAAAATTAGTTCAAAACGAAGAACATCAACTAAATGATTCTCCAGCTGCTCGTCAAATGAT 
TC GTGATAAAGTC GAGAAAAAC AAAGC AGC TTTATTACTAGGTTTAAC TTAC C TAAATCGTTACTATGG 
AGTTAAATTTGGTGATGTTAATATTAAAGAATTAATGCTATTCAAACCAGATTTCTATGGTGAAAAAGT 
TAGCGTATTAGACAGATTAATTGAAATCGGTTCTAAAGAGAACAACATTAAAGGTTCACGTACATTCGA 
CGCATTCGGTCAAGTA 

SP124 amino acid (SEQ ID NO:220) 

TPVYKOTAIADNLVSRTADNKFEEEWHYIEKPKVHE 

VVPNGKSYITKEFTGKDLSSEGKQFAITELEHPLFIWIT^ 

GSSVITWKITGTLSGRJNnWAGFVlsnsiMNDGTRIEW 

DAT ITGNKTRASLLVPKVDYGLTLDHL IGTKALLTE SAA/KGKIDVSNPVEVGAIASKTWPVGTVSNSVS 

YAKIIRGEELFGSNDVDDSDYASAHIKDLYAVEGYSSGNRSFRKSKTFTKLTKEQADAKVTTFNITADK 

LESDL S PLAKLNEEKAYS S I QDYNAEYNQAYKNLEKL I PFYNKD YI VYQGNKLNKEHHLNTKEVLSVTA 

MNNNEF I TNLDEANKI I VHYADGTKDYFNL S S S SEGL SNVKEYT ITDLGIKYT PNI VQKDNTTLVMDI K 

SILESVELQSQTMYQHLNRLGDYRVNAIK^ 

RDKVEKNKAALLLGLTYLNRYYGVKFGD^ 

AFGQV 

SP125 nucleotide (SEQ ID NO:221) 

ATTAGAC AGATTAATTGAAATC GGTTCTAAAGAGAAC AAC ATTAAAGGTTCACGTAC ATTC GACGC ATT 
CGGTCAAGTATTGGCTAAATATACTAAATCAGGTAATTTAGATGCATTTTTAAATTATAATAGACAATT 
GTTCACAAATATAGACAATATGAACGATTGGTTTATTGATGCTACAGAAGACCATGTCTACATCGCAGA 
ACGCGCTTCTGAGGTCGAAGAAATTAAAAATTCTAAACATCGTGCATTCGATAATTTAAAACGAAGTCA 
CCTTAGAAATACTATACTCCCACTACTGAATATTGATAAAGCACATCTTTATTT.AATTTCAAATTATAA 
TGCAATTGCCTTTGGTAGTGCAGAGCGATTAGGTAAAAAATCATTAGAAGATATTAAAGATATCGTTAA 
CAAAGCTGC AGATGGTTATAGAAACTATTATGATTTC TGGTATC GTCTAGCGTCTGAT AAC GTTAAAC A 
ACGACTACTAAGAGATGCTGTTATTCCTATTTGGGAAGGTTATAACGCTCCTGGTGGATGGGTTGAAAA 
ATATGGC CGCTATAATAC CGAC AAAGTATAT AC TC C TCTTAGAGAATTCTTTGGTCC TATGGATAAGTA 
TTATAATTATAATGGAACAGGAGCTTATGCTGCTATATATCCTAACTCTGATGATATTAGAACTGATGT 
AAAATATGTTCATTTAGAAATGGTTGGTGAATACGGTATTTCAGTTTACACACATGAAACAACACACGT 
CAAC GAC C GTGC GATTTACTTAGGTGGC TTTGGAC AC C GTGAAGGTAC TGATGCTGAAGC ATATGCTC A 
GGGTATGCTACAAACTCCTGTTACTGGTAGTGGATTTGATGAGTTTGGTTCTTTAGGTATTAATATGGT 
ATTTAAAC GC AAAAATGATGGGAATC AGTGGTATATTAC AGATC C AAAAACTCTAAAAAC AC GAGAAGA 
TATTAATAGATATATGAAGGGTTATAATGAC ACTTTAACTCTTC TTGATGAAATTGAGGC TGAATC TGT 
GATTTCTCAACAAAATAAAGATTTAAATAGTGCATGGTTCAAAAAAATAGATAGAGAATACCGTGATAA 
C AATAAATTAAATC AATGGGATAAAATTC GAAATC T AAGTCAAGAAGAGAAAAATGAATTAAATATTC A 
ATCTGTTAATGATTTAGTTGATC AAC AATTAATGAC TAATCGC AATC CAGGTAATGGTATCTATAAAC C 
CGAAGCAATTAGCTATAACGATCAATCACCTTATGTAGGTGTTAGAATGATGACCGGTATCTACGGAGG 
TAATACTAGTAAAGGTGCTC CTGGAGCTGTTTC ATTC AAAC AT AATGCTTTTAGATTATGGGGTTACTA 
CGGATAC GAAAATGGGTTCTTAGGTTATGC TTCAAATAAAT ATAAAC AAC AATCTAAAAC AGATGGTGA 
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GTCTGTTCTAAGTGATGAATATATTATCAAGAAAATATCTAACAATACATTTAATACTATTGAAGAATT 
T AAAAAAGC TTAC TTC AAAGAAGTTAAAGATAAAGC AAC GAAAGGATTAAC AAC ATTC GAAGTAAATGG 
TTCTTCCGTTTCATCATACGATGATTTACTGACATTGTTTAAAGAAGCTGTTAAAAAAGATGCCGAAAC 
TCTTAAACAAGAAGCAAACGGTAATAAAACAGTATCTATGAATAATACAGTTAAATTAAAAGAAGCTGT 
TTATAAGAAACTTCTTCAACAAACAAATAGCTTTAAAACTTCAATCTTTAAA 

SP125 amino acid (SEQ ID NO:222) 

LDRLIEIGSKENNIKGSRTFDAFGQVLAKYTKSGI^^ 

RASEVEEIIOTSKHRAFDNLKRSHLRNTILPLL^ 

KAADGYRNYYDFWYRLASDWKQRLLRDAVIP 

YNYNGTGAYAAI YPNSDD I RTDVKYVHLEMVGEYGI S VYTHETTHVNDRAI YLGGFGHREGTD AEAYAQ 

GffljQTPVTGSGFDEFGSLGINMVFKRKITO^ 

ISQQNKDLNSAWFKKIDREYRDN^^ 

EAI S YNDQ S P YVGVRMMTG I YGGNTS KGAPGAVS FKHNAFRLWGYYGYENGFLGYASNKYKQQSKTDGE 
SVXiSDEYI IKKI SNNTFNT I EEFKKAYFKEVKDKATKGLTTFEVNGS SVS SYDDLLTLFKEAVKKDAET 
LKQEANGNKTVSMNNTVKLKEAVYKKLLQQTNSFKTSIFK 

SP126 nucleotide (SEQ ID NO:223) 

T AAGACAGATGAACGGAGC AAGGTGTTTGAC TTTTCC ATTC C CTAC T ATAC TGCAAAAAATAAAC TC AT 
TGTCAAAAAATCTGACTTGACTACTTATCAGTCTGTAAACGACTTGGCGCAGAAAAAGGTTGGAGCGCA 
GAAAGGTTCGATTCAAGAGACGATGGCGAAAGATTTGCTACAAAATTCTTCCCTCGTATCTCTGCCTAA 
AAATGGGAATTTAATCACAGATTTAAAATCAGGACAAGTGGATGCCGTTATCTTTGAAGAACCTGTTTC 
C AAGGGATTTGTGGAAAATAATC CTGATTTAGC AATCGC AGAC CTC AATTTTGAAAAAGAGC AAGATGA 
TTC CTAC GC GGTAGCC AT gAAAAAAGATAGC AAGAAATTGAAGAGGC AGTTC GATAAAAC C ATTC AAAA 
GTTGAAGGAGTCTGGGGAATTAGACAAACTCATTGAGGAAGCCTTA 

SP12 6 amino acid (SEQ ID NO: 224) 

KTDERSKVFDFSIPYYTAKNKLIVKKSDLTTYQSVNDLAQKKVGAQKGSIQETMAKDLLQNSSLVSLPK 
NGNLITDLKSGQVDAVIFEEPVSKGFVE^PDLAIADLNFEKEQDDSYAVAMKKDSKKLKRQFDKTIQK 

LKESGELDKLIEEAL 

SP127 nucleotide (SEQ ID NO:225) 

CTGTGAGAATC AAGCTAC AC C CAAAGAGACTAGC GCTCAAAAGAC AATCGTC CTTGCTACAGCTGGCGA 
CGTGCC AC C ATTTGAC TAC GAAGACAAGGGC AATC TGAC AGGC TTTGAT ATC GAAGTTTTAAAGGC AGT 
AGATGAAAAAC TC AGCGAC TACGAGATTC AATTC C AAAGAAC C GC C TGGGAGAGCATC TTC C C AGGAC T 
TGATTCTGGTCACTATCAGGCTGCGGCCAATAACTTGAGTTACACAAAAGAGCGTGCTGAAAAATACCT 
TTACTCGCTTCCAATTTCC AAC AATC CCCTCGTCCTTGTCAGCAACAAGAAAAATCCTTTGACTTCTCT 
TGACCAGATCGCTGGTAAAACAACACAAGAGGATACCGGAACTTCTAACGCTCAATTCATCAATAACTG 
GAATC AGAAAC AC ACTGATAATCCC GCTAC AATTAATTTTTCTGGTGAGGATATTGGTAAAC GAATCCT 
AGAC C TTGCTAAC GGAGAGTTTGATTTC CTAGTTTTTGAC AAGGTATC CGTTCAAAAGATTATC AAGGA 
CCGTGGTTTAGACCTCTCAGTCGTTGATTTACCTTCTGCAGATAGCCCCAGCAATTATATCATTTTCTC 
AAGC GACC AAAAAGAGTTTAAAGAGC AATTTGATAAAGC GCTC AAAGAACTCTATC AAGAC GGAAC C C T 
TGAAAAACTCAGCAATACCTATCTAGGTGGTTCTTACCTCCCAGATCAATCTCAGTTACAA 

SP127 amino acid (SEQ ID NO: 226) 

CENQATPKETSAQKTIVLATAGDVPPFDYEDKGNLTGFDIEVLKAVDEKLSDYEIQFQRTAWESIFPGL 
- DSGHYQAAANNL S YTKERAEKYLYSL P I SNNPL VLVSNKKESFPLTSLDQ XAGKTTQEDTGTSNAQF I1STNW 
NQKHTDNPATINFSGEDIGKRILDLANGEFDFLVFDKVSVQKI IKDRGLDLS WDLPSADS PSNYI IFS 
SDQKEFKEQFDKALKELYQDGTLEKLSNTYLGGSYLPDQSQLQ 
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Table 2 

S. pneumoniae Antigenic Epitopes 

SP001 

Lys-1 to Ile-10; Leu-13 to Lys-32; Arg-41 to Ile-51; Ser-85 to Glu-97; 
Ala-159 to His-168; Val-309 to Thr-318; Val-341 to Asn-352; Asn-415 to 
Met-430; Phe-454 to Asn-464; Ser-573 to Gly-591; Asn-597 to Thr-641; 
and Asn-644 to Ala-664. 

SPO 04 

Thr-9 to Thr-24; Ile-29 to Ala-48; Thr-49 to Val-56; Val-286 to Val- 
312 ; 

Pro-316 to Glu-344; Val-345 to Ile-367; Gln-368 to Val-399; Ser-400 to 
Glu-431; Asn-436 to Ala-457; Ile-467 to Ala-498; and Thr-49 9 "to Glu- 
540. 

SPO 0 6 

Glu-1 to Lys-13; Pro-24 to Gly-3 6; Val-104 to Thr-112; Ala-118 to Asn- 
130; Trp-137 to Ala-146; Ser-151 to lle-159; Ile-181 to Leu-188; and 
Pro-194 to Tyr-202. 

SP007 

Gly-1 to Asn-7; Tyr-24 to Gln-34; His-47 to Phe-55; Ser-60 to Ala-67; 
Ala-122 to Leu-129; Leu-221 to Lys-230; Val-236 to Phe-256; and Asp-271 
to Gly-283; and Leu-291 to Asp-297. 

SPO 0 8 

Leu-4 to Lys-17; Gln-24 to Leu-32; Asp-60 to Ser-66; Ser-70 to Asp-76; 
Ala-276 to Lys-283; Asn-304 to Lys-311; and Thr-429 to Pro-437. 

SPO 0 9 

Thr-4 to Glu-11; Leu-50 to Asp-60; Ile-102 to Trp-123; and Ser-138 to 
Ile-157. 

SP010 

Phe-34 to Gly-41; Asp-44 to Lys-50; Leu-172 to Val-186; Leu-191 to Val- 
198; Ser-202 to Ile-209; and Val-213 to Leu-221. 

SP011 

Asn-2 to Thr-10; Asp-87 to Ala-102; Tyr-125 to Glu-132; Tnr-181 to Tyr- 
189; Arg-217 to Thr-232; Asn-257 to Lys-264; Pro-271 to Ser-278; Tyr- 
317 to Ala-325; Glu-327 to Pro-337; and Thr-374 to Val-381. 

SP012 

Gly-1 to Lys-19; Phe-34 to Tyr-41; Leu-109 to Lys-126; and Leu-231 to 
Glu-247. 

SP013 

Ala-1 to Lys-12; Ile-42 to Pro-53; Leu-138 to Lys-146; Ile-205 to Lys- 
217; Ser-235 to Ile-251; and Ser-261 to Tyr-272 . 

SP014 

Gly-1 to Val-16; Leu-35 to Leu-44; Asp-73 to Asp-81; Ile-83 to Asp-92; 
Glu-145 to Ile-153; Phe-188 to Asn-196; Ser-208 to Phe-215; Ile-224 to 
Leu-231; and Asn-235 to Ala-243 . 



SP015 

Ser-1 to Pro-16; Asn-78 to Glu-88; Ala-100 to Val-108; Ala-122 to Thr- 
129; Thr-131 to Ser-137; Leu-201 to Ser-220; and Gly-242 to Val-251. 
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SP 016 

Gly-1 to Glu-20; Thr-3 0 to Val-38; Gln-94 to Asn-105; Lys-173 to Pro- 
182; Gly-189 to Arg-197; Ser-207 to Val-224; Pro-288 to Leu-298; Ala- 
327 to Ala-342; and Ser-391 to Ala-402. 

SP017 

Ser-1 to Thr-12; Ala-3 6 to Tyr-45; Gln-48 to Ile-54; Lys-59 to Lys-76; 
Tyr-113 to Leu-138; and Phe-212 to Asp-219. 

SP019 

Val-97 to Glu-117; Asp-163 to Leu-169; Thr-182 to Thr-191; and Lys-241 
to Ser-250. 

SP020 

Asn-18 to Lys-25; Thr-47 to Glu-60; Trp-75 to Val-84; Gly-1 02 to Val- 
110; Pro^-122 to Ala-131; and Glu-250 to Pro-258. 

SP021 

Serl to Asp-8; Val-44 to Asp-54; Ala-117 to Val-125; Thr-165 to Thr- 
173; and Glu-180 to Pro-189. 

SP022 

Phe-5 to Lys-13; Thr-20 to Ser-36; Glu-59 to Lys-81; Tyr-85 to Gly-93; 
Trp-94 to Trp-101; and Thr-195 to Trp-208. 

SP023 

Gln-45 to Glu-59; Asp-69 to Pro-85; Lys-111 to Asn-121; Pro-218 to Ala- 
228; and Glu-250 to Asn-281. 

SP025 

Gln-14 to Thr-20; Gly-27 to Phe-33; Gly-63 to Glu-71; and Ile-93 to 
Phe-102. 

SP028 

Asp-171 to Pro-179; Tyr-340 to Glu-350; Pro-455 to Tyr-463; and Asp-474 
to Pro-480. 

SP030 

Leu-22 to Leu-37; Trp-81 to Ala-90; Phe-101 to Ala-106; Thr-124 to Tyr- 
130; and Asn-138 to Glu-144. 

SP031 

Asp-8 to Val-16; Gly-27 to Thr-35; Gly-178 to Asp-195; Thr-200 to 
Asp209; Trp-218 to Leu-224; and Lys-226 to Asp-241. 

SP032 

Ser-9 to Asp-28; Phe-31 to Val-40; Gly-42 to Arg-50; Ile-52 to Leu-60; 
Asp-174 to Phe-186; Leu-324 to Met-333; and Thr-340 to Asn-347. 

SP033 

Gln-2 to Ile-13; Phe-46 to Ile-53; and Asp-104 to Thr-121. 



SP034 

Glu-36 to Gly-43; Ala-188 to Asp-196; Trp-313 to Gly-320; and Leu-323 
to Leu-329. 
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SP035 

Arg-19 to Asp-3 6; Asp-47 to Val-57; Asn-134 to Thr-143; Asp-137 to Arg- 
196; and Glu-222 to Ser-230. 

SP036 

Arg-10 to Arg-17; Lys-29 to Ser-39; Ser-140 to Ala-153; Arg-158 to Tyr- 
169; Asp-175 to Ala-183; Gly-216 to Asn-236; Ala-261 to Leu-270; Arg- 
282 to Phe-291; and Thr-297 to Ala-305; Pro-342 to Gln-362; Phe-455 to 
Asp-463; His-497 to Thr-511; Ala-521 to Gly-529; Ile-537 to Val-546; 
Ile-556 to Ala-568; Pro-581 to Ser-595; Glu-670 to Ala-685; Ser-696 to 
Ala-705 and Leu-782 to Ser-791. 

SP038 

Glu-61 to Pro-69; Phe-107 to Ala-115; Leu-130 to Tyr-141; Ala-229 to 

Glu-237; Ser-282 to Asn-287; Ala-330 to Glu-338; and Tyr-387 to Glu- 
393. - - - 

SP039 

Ser-28 to Asp-35; Pro-88 to Pro-96; Leu-125 to Arg-135; Phe-149 to Leu 

157; Gln-246 to Val-254; Ala-357 to Thr-362; Gly-402 to Lys-411; and 
Leu-440 to Pro-448 . 

SP040 

Thr-21 to Ile-30; His-54 to Gln-68; Arg-103 to Leu-117; and Thr-127 to 
Leu-136 . 

SP041 

Gly-3 6 to Asp-49; Leu-12i to Val-128; and Ala-186 to Ile-196. 
SP042 

Gly-11 to Arg-19; Ile-23 to Lys-31; His-145 to Asn-151; Gln-159 to Asp 
166; Ile-175 to Asp-18r ; Gly-213 to Tyr-225; Ile-283 to Val-291; Pro- 
329 to Glu-364; Arg-372 to Ser-386; Thr-421 to Phe-430; Leu-445 to Val 
453; Ile-486 to Ala-497; Asp-524 to Ala^535; His-662 to Gly-674; and 
His-679 to Gln-702. 

SP043 

Lys-2 to Asp-12; Val-58 to Asn-68; Ser-87 to Asp-95; and Asp-102 to 
Lys-117. 

SP044 

Gln-3 to Lys-11; Asp-37 to Tyr-52 ; Glu-171 to Leu-191; His-234 to Asn- 
247; and Asn-283 to Ala-291. 

SP045 

Tyr-52 to Ile-63; Asp-212 to Gln-227; Ser-315 to Thr-332; Leu-345 to 

Phe-354; Asp-362 to Val-370; Thr-518 to Asn-539; Ala-545 to Lys-559; 
and Val-601 to Pro-610. 

SP046 

Gln-9 to Ala-18; Glu-179 to Lys-186; Lys-264 to Glu-271; Gly-304 to 
Glu-17; Ser-503 to Asn-511; Asn-546 to Thr-553; and Asn-584 to Asp-591 



SP048 
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Tyr-4 to Asp-25; Lys-33 to Val-70; Asp-151 to Thr-170; Asp-222 to 
Val-257; Thr-290 to Phe-301; and Gly-357 to Val-367. 

SP0 4 9 

Ala-23 to Arg-37; Tyr-85 to Gln-95; Glu-106 to Ile-118; Arg-131 to 
ILE-144; Gly-150 to Ser-162; and Ala-209 to Asp-218 . 

SP050 

Asp-95 to Glu-113; Gly-220 to Gly-228; Asn-284 to Glu-295; Thr-298 
to Val-315. 

SP051 

Lys-16 to Glu-50; Lys-57 to Asn-104; Ser-158 to Trp-173; Asp-265 

to Pro-279; Val-368 to Tyr-386; Glu-420 to Ile-454; Pro-476 to 

Ile-516; Phe-561 to Gly-581; Thr-606 to Gly-664; and Glu-676 to 
Val-696. 

SPO 52 

Asn-41 to Tyr-60; Phe-80 to Glu-103; Ala-117 to Val-139; Ile-142 to 
Leu-155; Val-190 to Lys-212; Glu-276 to Phe-283; Arg-290 to Ser-299; 
Leu-328 to Val-351; Gly-358 to Thr-388; Glu-472 to Ala-483; Val-533 
to Aan-561; Asp-595 to Val-606; Glu-609 to Val-620; Glu-672 to Ser- 
691. 

SP053 

Ala-62 to Val-101; Thr-147 to Leu-174; Lys-204 to Val-216; Gln-228 
to Val-262; Ser-277 to Gly-297; Thr-341 to Glyn-368; Thr-385 to Ala- 
409; Thr-414 to Ser-453; Asn-461 to Leu-490; Glu-576 to Thr-625; 
Gly-630 to Arg-639; and Asp-720 to Leu-740 . 

SP054 

Glu-7 to Val-28; and Tyr-33 to Glu-44. 
SP055 

Pro-3 to Val-18; Thr-21 to Lys-53; Val-84 to Lys-99; Ile-162 to Val- 
172; and Val-204 to Ser-241. 

SP056 

Val-34 to Tyr-41; Leu-47 to Glu-55; and Pro-57 to Gln-66. 
SP057 

Asp-1 to Val-25; Pro-29 to Ile-80; Asn-96 to Val-145; and Pro-150 to 
Glu-172. 

SP058 

Ala-64 to Thr-70; Leu-82 to His-138; and Val-228 to Asn-236. 
SP059 

Val-10 to Thr-24; Ser-76 to Pro-102; Ser-109 to Ile-119; Ser-124 to 
Val-130; Thr-186 to Ile-194; and Asn-234 to Ser-243 . 

SP060 

Leu-70 to Arg-76; and Val-79 to Ile-88 . 
SP062 

Glu-14 to Lys-28; Ser-32 to Lys-46; and Glu-66 to Thr-74. 
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SP063 

Ile-10 to Val-25; Val-3 0 to Thr-40; Asp-44 to Pro-54; Asn-57 to Val- 
63; Pro-71 to Val-100; and Thr-105 to Thr-116. 

SP064 

Pro-12 to Leu-32; Val-40 to Leu-68; Asp-95 to Ala-125; Ser-164 to 
Glu-184; Ser-314 to Glu-346; Asn-382 to Val-393; Leu-463 to Gln-498; 
Asn-534 to Lys-548; and Lys-557 to Gly-605. 

SP065 

Asn-2 to lle-12; Ala-39 to Thr-61; and His-135 to Ala-155. 
SP067 

Gly-1 to Thr-13; Asp-203 to Asn-218; and Gly-240 to Asp-253. 
SPO68 

Ser-2 to Ser-12; Val-17 to Gln-26; and Lys-54 to Cys-67 . 
SP069 

Ser-32 to Thr-41; Pro-66 to Glu-80; Thr-110 to Val-122; and Val-147 
to Thr-180. 

SP070 

Lys-6 to Tyr-16; Gln-19 to Ile-27; Arg-50 to Ala-53; Leu-112 to Val- 
128; Ile-151 to Asn-167; Leu-305 to Phe-3 21. 

SP071 

Gln~92 to Asn-158; Gln-171 to Gln-188; Val-204 to Val-240; Thr-247 to 
Ala-273; Glu-279 to Thr-338; Pro-345 to Glu-368; Asn-483 to Lys-539; 
Val-552 to Ala-568; Glu-575 to Ser-591; Ser-621 to Gly-640; Gln-742 
to Gly-758. 

SP072 

Val-68 to Tyr-81; Tyr-86 to Val-121; Leu-127 to Gly-140; Gly-144 to 
Ala-155; Gln-168 to Val-185; Asp-210 to Try-241; Glu-246 to Thr-269; 
Lys-275 to Tyr-295; Gly-303 to Pro-320; Arg-327 to Ile-335; Thr-338 
to Thr-364; Tyr-478 to Phe-495; and Tyr-499 to Arg-521. 

SP073 

Glu-37 to Val-45; Glu-55 to Val-68; Thr-104 to Thr-119; lle-127 to 
Tyr-135; Asn-220 to Ile-232; Thr-237 to Ala-250; Ser-253 to Ala-263; 
Glu-284 to Ile-297; and Met-438 to Asn-455. 

SP074 

Gly-2 to Ala-12; Gly-96 to Ile-110; and Thr-220 to Phe-239. 
SP075 

Phe-33 to Tyr-42; Gln-93 to Gly-102; and Val^l96 to Asp-211. 
SP076 

Ser-64 to Leu-76; and Phe-81 to Ala-101. 
SP077 

Asp~l to Glu-12; Tyr-26 to Val-36; and Val-51 to Try-62 . 
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SP07 8 

Ala-193 to Ile-208; Tyr-266 to Asn-275; Glu-356 to Leu-369; Ala-411 
to Gly-422; Ser-437 to Pro-464; Thr-492 to Glu-534; and Glu-571 to 
Gln-508. 

SP079 

Gly-11 to Leu-20; Lys-39 to Leu-48; Leu-72 to Val-85; Asn-147 to Ser- 
158; Ile-178 to Asp-187; Tyr-189 to Gln-201; and Leu-203 to Ala-216 

SPO80 

Ser-2 to Glu-12; Gln-42 to Ala-51; Ala-116 to Ser-127; Phe-131 to 
Asp-143; and Ile-159 to lle-171. 

SP081 

Gln-2 to Leu-9; Gln-49 to Cys-57; Ile-108 to Val-131; Gly-134 to Leu- 
145; and Trp-154 to Cys-162. 

S P O 8 2 

Ile-101 to Ser-187; Gly-191 to Asn-221; Arg-225 to Arg-236; Tyr-239 
to Leu-255; and Gly-259 to Arg-268. 

SPOS3 

Ser-28 to Asp-70. 
SP084 

Leu-42 to Gln-66; Thr-69 to Lys-81; Glu-83 to Arg-92; and Gly-98 to 
Asn-110 . 

SP085 

Gln-2 to Val-22; and Ser-45 to Glu-51- 
SP086 

Leu-18 to Gln-65; and Lys-72 to Val-83 . 



SP087 

Ser-45 to Leu-53; and Thr-55 to Gln-63 
S P 0 8 8 

Pro-8 to Ile-16; Leu-25 to Trp-33; Tyr-35 to Gln-43 ; Leu-51 to Val-59; 
Val-59 to Arg-67; Thr-55 to Tyr-63; Asn-85 to Gly-93 ; Thr-107 to 
Leu-115; 

Leu-115 to Trp-123; Ala-121 to Thr-129; Tyr-153 to Ala-161; His-176 to 
Gly-184; Tyr-194 to Ala-202; Ala-217 to Gly-225; and Asn-85 to Gly-93. 

SP089 

Trp-43 to Ala-51; Gln-68 to Phe-76; Val-93 to Gln-101; Phe-106 to 
Phe-114; Lys-117 to Lys-125; Trp-148 to Phe-156; Glu-168 to Gln-176; 
Ile-193'to Tyr-201; Lys-203 to Lys-211; Glu-212 to Gln-220; Ile-237 to 
Tyr-245; Lys-247 to Lys-255; Glu-256 to Gln-264; Met-275 to Gly-283; 
Lys-286 to Gly-294; Trp-292 to Glu-300; Asp-289 to Thr-297; Tyr-315 to 
Ser-323; Asp-334 to Lys-342; Pro-371 to Arg-379; Arg-485 to Asn-493 ; 
Lys-527 to Arg-535; Phe-537 to Met-545; and Tyr-549 to Glu-557. 



SPO 9 0 
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Phe-2 to Gln-10; Gln-13 to Lys-21; Tyr-19 to Glu-27; Tyr-39 to Met-47; 
Pro-65 to Leu-73; Tyr-121 to His-129; Lys-147 to Ile-155; Gly-161 to 
Lys-169; Gly-218 to Trp-226; Asp-230 to Thr-238; Tyr-249 to Ala-257; 
and Ala-272 to Gly-280. 

SP091 

Ser-19 to Ser-27; Asn-25 to Thr-33 ; Val-51 to Gln-59; Asn-75 to Asn-83; 
Ile-103 to Trp-111; Tyr-113 to Ala-121; Leu-175 to Asn-183; Glu-185 to 
Trp-193; Ala-203 to Tyr-211; Val-250 to Phe-258; Asn-260 to Thr-268; 
Ser-278 to Asp-286; Tyr-305 to Leu-313; Asn-316 to Gly-324; Asn-374 to 
Asp-382; Asn-441 to Gly-449; and Ser-454 to Gln-462 . 

3P092 

Arg-95 to Glu-103; Ala-216 to Val-224; Leu-338 to Glu-346; Pro-350 to 
Ala-358; Pro-359 to Ala-367; Pro-368 to Ala-376; Pro-377 to Ala-385; 
Pro-386 to Ala-394; Pro-395 to Ala-403; Pro-350 to Ala-358; Gln-414 to 
Lys-422; 'Pro-421 to Asn-429; Trp-465 to Tyr-473; Phe-487 to Tyr-495; 
Asn-517 to Gly-525; Trp-586 to Tyr-594; Phe-608 to Tyr-616; and Asp-630 
to Gly-638. 

SP093 

Gln-30 to Ile-38; Gln-52 to Val-60; Ala-108 to His-116; Tyr-133 to 
Glu-141; Tyr-192 to Ala-200; and Phe-207 to Ser-215 . 

SP094 

Ala-87 to Val-95; Leu-110 to Cys-118; Gln-133 to Leu-141; Ser-185 to 

Leu-193; Ile-195 to Gly-203; Asp-206 to Gln-214; Ser-211 to Gly-219; 
Ile-241 to Thr-249. 

SP095 

Arg-1 to Gln-9; Phe-7 to Asn-15; Thr-21 to Asn-30; Leu-46 to Phe-54; 
and Ser-72 to Met-80. 

SP096 

Gly-29 to Ile-37; Glu-52 to Ser-60; and Leu- 6 4 to Gly-72 . 
SP097 

Ala-11 to Thr-19; Glu-53 to Glu-61; Ser-91 to Lys-99; Thr-123 to 
Gln-131; and Gly-209 to Lys-217. 

SP098 

Thr-3 to Ser-11; Gly-38 to Phe-46; Tyr-175 to Asn-183; Met-187 to 
Cys-195; Gln-197 to Leu-205; Tyr-307 to Gln-315; Gly-318 to Tyr-326; 
Asn-348 to Val-356; Lys-377 to Pro-385; and Leu-415 to Val-423. 

SP099 

Arg-19 to Gly-27; Asp-76 to Ser-84; Val-90 to Lys-98; Phe-165 to 
Val-173; Leu-237 to Pro-245 . 

SP100 

His-111 to Gln-119; Ser-141 to His-149; Asp-154 to Ser-162; Gln-158 
to Gln-166; Asp-154 to Gln-166; Lys-180 to Gln-188; and Ser-206 to 
Gln-214. 



SP101 
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Glu-23 to Glu-31; Glu-40 to Val-48; Gln-50 to Ser-58; Thr-61 to 
Ile-69; Leu-82 to Ile-90; Ala-108 to Leu-116; Gln-121 to Pro-129; 
and Leu-130 to Thr-138. 

SP102 

Asp-32 to His-40; Arg-48 to Lys-56; and Asp-102 to Thr-110. 
SP103 

Arg-5 to Gln-13; Gln-22 to Leu-30; Arg-151 to Gln-159; Arg-167 to 
Gln-175; Pro-189 to Glu-197; Gly-207 to Leu-215; Ser-219 to Gln-227; 
Ser-233 to Ser-241; Pro-255 to Asp-264; Lys-272 to Gly-280; Ser-318 
to Val-326; Thr-341 to Asp-351; Asn-356 to Thr-364; Val-370 to 
Tyr-378; 

Ile-379 to Gln-387; and Met-435 to Tyr-443 . 



SP105 

Asn-28 to Pro-36; Thr-77 to Phe-85; Arg-88 to Val-96; Gly-107 to 
Phe-115; Asp-169 to Asp-177; His-248 to Ser-256; and Ser-274 to 
Ala-282. 

SP106 

Val-10 to Thr-18; Ile-62 to Tyr-70; Ile-71 to Pro-79; Lys-86 to 

Gln-94; Lys-100 to Thr-108; Phe-132 to Leu-140; and Asp-145 to 
Arg-153 . 

SP107 

Asp-33 to Val-41; and Arg-63 to Gln-71. 
SP10 8 

Lys-9 to Gln-17; Leu-44 to Ser-52; Ser-63 to Phe-71; Tyr-109 to 
Ser-117; Ile-183 to Ile-191; Pro-194 to Leu-202; Gly-257 to Gln-265; 
Ala-323 to Thr-331; and Leu-381 to Tyr-389. 

SP109 

Asn-2 to Gln-10; Ala-65 to Lys-73; Leu-76 to Glu-84; Thr-111 to 
Asp-119; Gln-116 to Tyr-124; Tyr-130 to Val-138; Asp-173 to Gly-181; 
Asp-196 to Ser-204; Asn-231 to Ser-239; Phe-252 to Ser-260; Phe-270 to 
Tyr-278; Val-291 to His-299; Asp-306 to Leu-314; and Pro-327 to 
Gly-335. 

SP110 

Ser-8 to Glu-16; Ile-37 to Val-45; Ala-107 to Val-115; and Gly-122 
to Thr-13 0. 

SP111 

Asp-19 to Glu-28; Leu-43 to Ala-51; Asn-102 to Phe-110; Gln-133 to 

Ser-141; Phe-162 to Asp-170; Tyr-194 to Met-202; and Asp-273 to 
Ser-281 . 
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SP112 

Asp-3 to Gln-11; Gly-21 to Ile-29; Ala-46 to Arg-54; Arg-98 to 
Arg-106; Thr-114 to Val-122; Gln-133 to Asn-141; and Leu-223 to 
Thr-231. 

SP113 

Asn-19 to Gly-27; Arg-54 to Ser-62; Val-69 to Gln-77; Ser-117 to 
Asn-125; Gly-164 to Leu-172; Tyr-193 to Ser-201; Cys-303 to Phe-311; 
His-315 to Ile-323; Arg-341 to Cys-349; Ile-347 to Ser-355; Arg-403 
to Phe-411; Gln-484 to Pro-492; Ser-499 to Leu-507; Ile-541 to 
Thr-549 

Asn-622 to Ile-630; and Glu-645 to Gly-653 . 
SP114 

Gly-17 to Leu-25; His-40 to Gln-48; Arg-49 to Arg-57; lie- 65 to 
Pro-73; 

Asn-101 to Asp-111; Gly-128 to Cys-136; Phe-183 to Thr-191; and 
Pro-268 to Ile-276. 

SP115 

Met -8 to Ser-16; Tyr-24 to Leu-32; Cys-68 to Leu-76; Ser-100 to 
Pro-108; Thr-193 to Thr-2 01; Gly-238 to Pro-250; Thr-280 to Phe-288; 
Pro-303 to Asn-312; Trp-319 to Leu-328; Leu-335 to Leu-344; Lys-395 
to Ala-403; Asn-416 to Gln-424; Tyr-430 to Ser-438; Val-448 to 
Leu-456; Leu-460 to Thr-468; Pro-502 to Thr-510; Lys-515 to 
Ile-524; Gln-523 to His-532; Tyr-535 to Thr-543; Ser-559 to 
Pro-567; Thr-572 to Asn-580; 

Val-594 to Arg-602; Arg-603 to Asn-611; Thr-620 to Trp-628; and 
Tyr-644 to Arg-653 . 

SP117 

Ala- 6 to Gly-14; Ile-19 to Thr-27; Thr-99 to Leu-107; Ser-117 to 
Asp-125; His-131 to Val-139; Ile-193 to Gly-201; and Val-241 to 
Gln-249. 

SP118 

Ser-8 to Tirp-23; His-46 to Ala-54; Asn-93 to Gly-101; Val-100 to 
Ser-108; Arg-155 to Asp-163; and His-192 to Leu-200. 

SP119 

Tyr-46 to Lys-54; Ser-93 to Ser-101; Trp-108 to Asn-116; Val-121 to 
Glu-129; and Tyr-131 to Gln-139. 

SP120 

Ala-57 to Lys-65; Leu-68 to Glu-76; Thr-103 to Tyr-116; Tyr-122 to 
Val-130; His-163 to Gly-173; Asp-188 to Ser-196; Ser-222 to Ser-231; 
Phe-244 to Ser-252; Pro-262 to Tyr-270; Val-283 to His-291; and 
Asp-298 to Leu-3 06. 

SP121 

Ser-3 to Ala-11; Asp-13 to Leu-21; Ser-36 to Val-44; and Gln-136 to 
Met-144. 



SP12 2 J ™~~™~ 

Asn-28 to Lys-36; Glu-39 to Thr-50; Val-54 to Lys-62; Asn-106 to 
Leu-114; Phe-159 to Gly-167; Asn-172 to Arg-180; Glu-199 to Asn-207; 
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Lys-230 to His-241; Asn-252 to Gly-263; Met-278 to Ala-287; Thr-346 
to Asp-354; Lys-362 to Thr-370; Asp-392 to Asn-405; Asp-411 to 
Ala-424; Gly-434 to Gly-443; Tyr-484 to Glu-492; Ile-511 to 
Leu-519; Asn-524 to Asp-538; Glu-552 to Ile-567; Val-605 to Lys-613; 
Phe-697 to Ala-705; Phe-722 to Leu-730; Leu-753 to Leu-761; Asp-787 
to Gln-795; Leu-858 to Asn-866; Ala-892 to Thr-901; Gly-903 to 
■Ile-913; Ile-921 to Asn-931; Asn-938 to Pro-951; Gly-960 to 
Lys-970; Leu-977 to Asp-985; and Leu-988 to Pro-996. 

SP123 

Val-4 to Asn-12; Glu-47 to Leu-55; Lys-89 to Glu-100; Ser-165 to 
Thr-173; Lys-234 to Val-242; Ser-258 to Ser-266; Glu-284 to Asn-292; 
Tyr-327,to Leu-335; Tyr-457 to Thr-465; Tyr-493 to Glu-501; Thr-506 
to Tyr-514; Lys-517 to Thr-525; Asn-532 to Gly-540; and Arg-556 to 
Glu-564. 

SP124 

rg-16 to Glu-24; Gln-52 to Arg-60; Asn-69 to Tyr-77; Glu-121 to 
Asn-129; Ala-134 to Val-142; Thr-151 to Ala-159; Asn-164 to Glu-172; 
His-181 to His-189; Thr-210 to Ala-218; Ser-244 to Val-252; Phe-287 
to Tyr-297; Ser-312 to Thr-323; His-433 to Tyr-441; Ser-445 to 
Asn-453; 

Asn-469 to Thr-477; Asn-501 to Asn-509; Gln-536 to Ala-547; and 
Gln-608 to Asp-621. 

SP125 

Ser-9 to Asp-21; Ala-28 to Leu-36; Asn-49 to Phe-57; Val-137 to 

Arg-145; Asn-155 to Leu-163; Glu-183 to Asp-191; Gly-202 to Tyr-210; ' 

Pro-221 to Asp-229; Phe-263 to Ala-271; Phe-300 to Gln-308; Asp-313 

to Glu-321; Asn-324 to Asp-332; Ile-346 to Asn-354; Asp-362 to 

Lys-370; Met-402 to Gly-410; Gly-437 to Gly-445; Ser-471 to Glu-483; 

Gly-529 to Asp-537; Gln-555 to Val-563; and Leu-579 to Lys-587. 

SP126 

Leu-22 to Thr-30; Val-65 to Leu-73 ; and Thr-75 to Asp-83. 
SP127 

Glu-2 to Ala-12; Asp-28 to Thr-36; Val-105 to Thr-113; Lys-121 to 
Thr-129; Trp-138 to Pro-146; Ser-152 to Ile-160; Lys-180 to Asp-188; 
Leu-194 to Asn-202; and Gly-228 to Thr-236. 
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S. pneximozii as ORF Cloning Primers 




Name 


SEO ID 


Seauence 


I\ -Ei 


SP001A 


NO: 


227 


GAC TGGATC CT AAAATC TACGAC AATAAAAATC 


Bain HI 


SP001B 


NO: 


228 


CTGAGTCGACTGGTTGTGCTGGTTGAG 


(-1—7 T 

Sal I 


SP004A 


NO: 


229 


GTC AGGATC C AAATTAC AAT AC GGAC T ATG 


B3JU ci± 


SPO-04B 


NO: 


230 


C AGTGTC GACTAAC TC TAGGTCGGAAAC 


Sal 1 


SP006A 


NO: 


231 


GAC TGGATC CTGAGAATC AAGCTAC ACC C AAAGAG 


B3.ro. HI 


SP006B 


NO: 


232 


AGTCAAGCTTTTGTAACTGAGATTGATCTGG 


Hindi III 


SP007A 


NO: 


233 


GACTGGATCCTGGTAACCGCTCTTCTCGTAACGCAGC 


Bam HI 


SP007B 


NO: 


234 


AGTCAAGCTTTTTCAGGAACTTTTACGCTTCC 


H 1X10. Ill 


SP008A 


NO: 


235 


AGTCAGATCTTGTGGAAATTTGACAGGTAACAGCAAAAAAGCTGC 


Bgl II 


SP008B 


NO: 


236 


ACTGAAGCTTTTTTGTTTTTCAAGAATTCATCG 


Hind III 


SP009A 


NO: 


237 


GACTGGATCCTGGTCAAGGAACTGCTTCTAAAGAC 


Bam HI 


SP009B 


NO: 


238 


AGTCAAGCTTTCACAAATTCGTTGGTGAAGCC 


Hind III 


SP010A 


NO: 


239 


GACTGGATCCTAGCTCAGGTGGAAACGCTGGTTCATCC 


Bam HI 


SP010B 


NO: 


240 


AGTCAAGCTTATCAACTTTTCCACCTTCAACAACC 


Hind III 


SP011A 


NO: 


241 


GTCAAGATCTCTCCAACTATGGTAAATCTGCGGATGG 


Bgl II 


SP011B 


NO: 


242 


AGTCCTGCAGATCCACATCCGCTTTCATCGGGTTAAAGAAGG 


Pst I 


SP012A 


NO: 


243 


GACTGGATC C TGGGAAAAATTC TAGC GAAAC TAGTGG 


Bam HI 


SP012B 


NO: 


244 


GTCACTGCAGCTGTCCTTCTTTTACTTCTTTGGTTGC 


Pst I 


SP013A 


NO: 


245 


GACTGGATC C TGC TAGC GGAAAAAAAGATAC AAC TTCTGG 


Bam HI 


SP013B 


NO: 


:246 


CTGAAAGCTTTTTTGCCAATCCTTCAGCAATCTTGTC 


Hind III 


SP014A 


NO: 


:247 


GAC TAGATCTTGGC TC AAAAAATAC AGCTTC AAGTC C 


Bgl II 


SP014B 


NO: 


:248 


AGTCCTGCAGGTTTTTGTTTGCTTGGTATTGGTCG 


Pst I 


SP015A 


NO: 


:249 


GACTGGATC CTAGT AC AAAC TCAAGCACTAGTCAGACAGAG 


Bam HI 


SP015B 


NO; 


;250 


CAGTCTGCAGTTTCAAAGCTTTTTGTATGTCTTC 


Pst I 


SP016A 


NO: 


:251 


GACTGGATC CTGGCAATTCTGGCGGAAGTAAAGATGC 


Bam HI 


SP016B 


NO: 


:252 


AGTCAAGCTTGTTTCATAGCTTTTTTGATTGTTTCG 


Hind III 


SP017A 


NO: 


:253 


GACTGGATC CTTC AC AAGAAAAAACAAAAAATGAAGATGG 


Bam HI 


SP017B 


NO: 


:254 


AGTCAAGCTTATCGACGTAGTCTCCGCCTTC 


Hind III 


SP019A 


NO: 


:255 


GAC TGGATCC GAAAGGTC TGTGGTCAAATAATCTT AC C 


Bam HI 


SP019B 


NO: 


:256 


AGTCAAGCTTAGAGTTAACATGGTGCTTGCCAATAGG 


Hind III 


SP020A 


NO: 


:257 


GACTGGATCCAAACTCAGAAAAGAAAGCAGACAATGC 


Bam HI 


SP020B 


NO 


:258 


AGTCAAGCTTC CAAAC TGGTTGATCC AAAC CATC TG 


Hind III 


SP021A 


NO 


:259 


GACTGGATC CTTC GAAAGGGTCAGAAGGTGCAGACC 


Bam HI 


SP021B 


NO 


:260 


AGTCAAGCTTCTGTAGGCTTGGTGTGCCCCAGTTGC 


Hind III 


SP022A 


NO 


:261 


CTGAGGATCCGGGGATGGCAGCTTTTAAAAATC 


Bam HI 


SP022B 


NO 


:262 


C AGTAAGC TTGTTTAC CCATTCACC ATT AC C 


Hind III 


SP023A 


NO 


:263 


CAGTGGATCCAGACGAGCAAAAAATTAAG 


Bam HI 


SP023B 


NO 


:264 


TCAGAAGCTTGTTTAC CCATTCACC ATT 


Hind III 


SP025A 


NO 


:265 


GACTGGATCCCTGTGGTGAGGAAGAAACTAAAAAG 


Bam HI 


SP025B 


NO 


:266 


CTGAGTCGACAATATTCTGTAGGAATGCTTCGAATTTG 


Sal I 


SP028A 


NO 


:267 


CTGAGGATC C GACTTTTAACAATAAAAC TATTGAAGAG 


Bam HI 


SP028B 


NO 


:268 


GTCACTGCAGGTTGTCACCTCCAAAAATCACGG 


Pst I 


SP030A 


NO 


:269 


GACTGGATC CCTTTAC AGGT AAAC AACTAC AAGTC GG 


Bam HI 


SP030B 


NO 


:270 


CAGTAAGCTTTTCGAAGTTTGGCTCAGAATTG 


Hind III 


SP031A 


NO 


:271 


GACTGGATCC CC AGGCTGATAC AAGTATC GC A 


Bam HI 


SP031B 


NO 


:272 


C AGTAAGCTTATC TGC AGT ATGGC TAGATGG 


Hind III 


SP032A 


NO 


:273 


GACTGGATC C GTCTGTATC ATTTGAAAAC AAAGAAAC 


Bam HI 


SP032B 


NO 


:274 


CAGTCTGCAGTTTTACTGTTGCTGTGCTTGTG 


Pst I 


SP033A 


NO 


:275 


ACTGAGATCTTGGTCAAAAGGAAAGTCAGACAGGAAAGG 


Bgl II 


SPQ33B 


NO 


:276 


CAGTAAGCTTATTCCTGAGCTTTTTTGATAAAGGTTGCGCA 


Hind III 


SP034A 


NO 


:277 


AC TGGGATC CGAAGGATAGATATATTTTAGC ATTTGAGAC 


Bam HI 


SP034B 


NO 


:278 


AGTCAAGCTTCCATGGTATCAAAGGCAAGACTTGG 


Hind III 


SP035A 


NO 


:279 


GTCAGGATCCGGTAGTTAAAGTTGGTATTAACGG 


Bam HI - 


SP035B 


NO 


:280 


AGTCAAGCTTGCAATTTTTGCGAAGTATTCCAAGAG 


Hind III 


SP036A 


NO 


:281 


AGTCGGATCCTTCTTAC GAGTTGGGAC TGTATCAAGC 


Bam HI 
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Name SEQ ID Sequence 

SP036B NO:282 AGTCAAGCTTGTTTATTTTTTCCTTACTTACAGATGAAGG 

SP03 8A NO:283 AGTCGGATCCTACTGAGATGC ATC ATAATCTAGGAGC 

SP038B NO: 284 TCAGCTCGAGTTCTTTGACATCTCCATCATAAGTCGC 

S P 0 3 9 A NO:285 GACTGGATCCGGTTTTGAGAAAGTATTTGCAGGGG 

SP039B NO:286 C AGTAAGCTTGGATTTTTTC ATGGATGCAATTTTTTTGG 

SP040A NO: 287 GAC TGGATC CGAC AAC ATTTAC TATC C AT AC AGTAGAGTC AGC 

SP040B NO:288 GACTAAGCTTGGC ATAAGGTTGC AATTCTGGATTAATTGG 

SP041A NO:289 GAC TGGATC CGGCTAAGGAAAGAGTGGATG 

SP041B NO : 29 0 GAC TAAGC TTTTC ATTTTTAAATTGAC TATGC GC C C G 

SP042A NO:291 GACTGGATCCTTGTTCCTATGAACTTGGTCGTCACC 

SP042B NO : 2 92 CATGAAGCTTATCCTGGATTTTTCCAAGTAAATCT 

SP043A NO : 293 GACTGGATCCTTATAAGGGTGAATTAGAAAAAGG 

SP043B NO: 294 GACTAAGCTTCTTATTAGGATTGTTAGTAGTTG 

SP044A , NO: 29 5 GACTGGATCCGAATGTTCAGGCTCAAGAAAGTTCAGG 

SP044B NO : 2 9 6 GACTAAGCTTTTCCCCTGATGGAGCAAAGTAATACC 

SP045A NO : 297 GACTGGATCCCTTGGGTGTAACCCATATCCAGCTCCTTCC 

SP045B NO : 298 GACTGTCGACTTCAGCTTGTTTATCTGGGGTTGC 

SP046A NO: 299 ^ GACTGGATC C TAGTGATGGTACTTGGC AAGGAAAAC AG 

SP046B NO: 300 ACTGCTGCAGATCTTTGCCACCTAGCTTCTCATTG 

SP048A NO : 3 01 GTCAGGATCCTGGGATTCAATATGTCAGAGATGATACTAG 

SP048B NO:302 CTAGAAGCTTACGCACCCATTCACCATTATCATTG 

SP049A NO : 3 03 GTC AGGATCC GGAT AATAGAGAAGC ATTAAAAAC C 

SP049B NO : 3 04 AGTCAAGC TTGAC AAAATC TTGAAACTC C TCTGGTC 

SP050A NO:305 GTCAGGATCCAGATTTTGTCGAGGAGTGTC ATACC 

SP05 0B NO : 3 0 6 AGTCAAGCTTTCCCTTTTTACCCTTACGAATCCAGG 

SP051A NO:307 GACTGGATC CATCTGTAGTTTATGC GGATGAAAC ACTTATTAC 

SP051B NO : 3 0 8 GACTGTCGACGCTTTGGTAGAGATAGAAGTCATG 

SP052A NO : 3 0 9 GACTGGATC C TT AC TTTGGT ATC GT AGAT AC AGC C GGC 

SP052B NO : 3 10 AGTCAAGCTTTGTTAATTGCGTACCTTCTAAGCGACC 

SP053A NO : 3 11 GACTGGATCCAGCTAAGGTTGCATGGGATGCGATTCG 

SP053B NO:312 GACTGTCGACCTGGGCTTTATTAGTTTGACTAGC 

SP054A NO : 313 CAGTGGATCCCTATCACTATGTAAATAAAGAGA 

SP054B NO: 314 ACTGAAGCTTTTCTGTCCCTGTTTGAGGCA 

SP 0 5 5 A NO:315 CAGTGGATCCTGAGACTCCTCAATC AATAACAAA 

SP055B NO:316 ACGTAAGCTTATAATCAGTAGGAGAAACTGAACT 

SP056A NO : 317 CAGTGGATCCGGATGCTCAAGAAACTGCGG 

SP056B NO : 318 GACTAAGCTTTTGCCTCTCATTCTTGCTTCC 

SP057A NO: 319 CAGTGGATCCCGACAAAGGTGAGACTGAG 

SP057B NO:320 ACGTAAGCTTATTTCTTAATTCAAGTGTTTTCTCTG 

SP058A NO : 321 GACTGGATCCAAATCAATTGGTAGCACAAGATCC 

SP058B NO:322 C AGTGTC GAC ATTAGGAGCC AC TGGTCTC 

SP059A NO:323 CAGTGGATCCCAAACAGTCAGCTTCAGGAAC 

SP059B NO: 324 GACTCTGCAGTTTAATCTTGTCCCAGGTGG 

SP060A NO : 325 GACTGGATCCATTCGATGATGCGGATGAAAAG 

SP060B NO:326 GACTAAGCTTCATTTGTCTTTGGGTATTTCGC A 

SP062A NO : 327 C AGTGGATC C GGAGAGTC GATC AAAAGTAG 

SP062B NO : 328 GTC ACTGC AGTTGCTC GTC TC GAGGTTC 

SP0 63A NO : 3 2 9 CAGTGGATC C ATGGAC AAC AGGAAAC TGGGAC 

SP063B NO:330 CAGTAAGCTTATTAGCTTCTGTACCTGTGTTTG 

SP064A NO : 331 GAC TGGATCC C GATGGGCTC AATC C AACC C C AGGTC AAGTC 

SP064B NO:332 GACTCTGCAGCATAGCTTTATCCTCTGACATCATCGTATC 

SP0 6 5 A NO :333 GACTGGATCCTTCCAATCAAAAACAGGCAGATGG 

SP065B NO:334 GACTAAGCTTGAGTCCC ATAGTCCAAGGCA 

SP067A NO:335 AGTCGGATCCTATCACAGGATCGAACGGTAAGACAACC 

SP0 67B NO : 3 3 6 ACTGGTCGACTTCTTTTAACTCCGCTACTGTGTC 



RE 

Hind III 
Bam HI 
Xho I 
Bam HI 
Hind III 
Bain HI 
Hind III 
Bam HI 
Hind III 
Bam HI 
Hind III 
Bain HI 
Hind III 
Bam HI 
Hind III 
Bam HI 
Sal I 
Bam HI 
Pst I 
Bam HI 
Hind III 
Bam HI 
Hind III 
Bam HI 
Hind III 
Bain HI 
Sal I 
Bain HI 
Hind III 
Bam HI 
Sal I 
Bam HI 
Hind III 
Bam HI 
Hind III 
Bam HI 
Hind III 
Bam HI 
Hind III 
Bam HI 
Sal I 
Bam HI 
Pst I 
Bam HI 
Hind III 
Bam HI 
Pst I 
Bam HI 
Hind III 
Bam HI 
Pst I 
Bam HI 
Hind III 
Bam HI 
Sal I 
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RE 




Name 


SEO ID 


S e era e n c e 




SP068A 


NO: 


337 


C AGTGGATC CAAGTT L A 1 L LAALA 1 1 1 ^vjIjAALj ill 


Bam HI 




SP068B 


NO: 


338 


GATCGTCGACCCGLTLLLALAiLL 1 1 


Sal I 




SP069A 


NO: 


339 


TGACGGATCCATLLL I ALL 1 AL i LAAA 1 bLHAbiWib 


Bam HI 




SP069B 


NO: 


340 


TGACAAGCTTATTLL1 ill IbAALlAbi ill. i i ibbi 


Kind III 




SP070A 


NO: 


341 


GAC TGGAT G C GL AC LAG A 1 bbbbtAL AALrL 1 1L ALjLj^ 


Bam HI 




SP070B 


NO: 


342 


TGAC AAGCTTAACTTLTAALLAAL ALt 1 1 LM iblb 


Hind III 




SP071A 


NO: 


343 


GACTAGATCTTTTTAACCLAALTLl iLLlALi i ILL 


Bgl II 




SP071B 


NO: 


344 


TGACAAGCTTGTTAGGTGTTACATTTTGALLG i L 


Wind III 




SP072A 


NO: 


345 


ACTGAGATGTTTTTAACCCAACTGTTGGTAL r I IL 


Rrr 7 TT 




SP072B 


NO: 


346 


GACTAAGC TTTC TAC GAT AAC GATCATTTTC TTTAC C 


WW nH TTT 
J1_LJJU. Ill 




SP073A 


NO: 


347 


GACTGTC GACTC GTAGATATTTAAGTC T AAGTGAAGCG 


OCt-L 1 




SP073B 


NO: 


348 


AGTCAAGCTTGTTAGGTGTTACATTTTGCAAGTC 


nrl TTT 

niliU 111 




SP074A 


NO: 


:349 


GACTGGATC C CTTTGGTTTTGAAGGAAGTAAG 


R -3 m LIT 




SP074B 


NO: 


:350 


TGACCTGCAGACGATTTTTGAAAAATGGAGGTGTATC 






SP075A 


NO: 


:351 


C AGTGGATC CCTACTACC TC TC GAGAGAAAG 


&CU.U ill 




SP075B 


NO: 


:352 


ACTGAAGCTTTTCGCTTTTTACTCGTTTGACA 


fifnd TTT 




SP076A 


NO; 


:353 


C AGTGGATC C T AAGGTC AAAAGTC AGAC C GCTAAGAAAGTGC 


Dam MT 
iDcu.li ni 




SP076B 


NO: 


:354 


CAGTAAGCTTTAGGGTATC CAAATACTLLT I L i 1 LA l L 


Wind III 




SP077A 


NO 


:355 


TGAC AGATC TTGAC GGGTCTC AGGATC AGACTCAGG 


■Drr 7 TT 

JSy i ii 




SP077B 


NO 


:356 


TGACAAGCTTCAAAGACATCCACCTCTTGACCTTTG 


W-r nr^ TTT 
iliiK-L ill 


y = 


SP078A 


NO 


:357 


GACTGGATCCTAGAGGCTTTGCCAAATGGTGGGAAGGG 


Ram 14 T 
Ecllu ill 




SP078B 


NO 


:358 


GTCAGTCGACTTGTTGTAACACTTTTCGAGGTTTGGTACC 


oai 1 




SP079A 


NO 


:359 


C AGTGGATC CTCAAAAAGAGAAGGAAAAC TTGG 


X5c2ili ill 




. SP079B 


NO 


:360 


CAGTCTGCAGTTTCTTCAACAAACCTTGTTCTTG 


JtrSZ 1 




SP080A 


NO 


:361 


CAGTGGATCCACGTTCTATTGAGGACCACTT 


Ram T4T 

±jCU.lt XT. 1 




SP080B 


NO 


:362 


CAGTAAGCTTTTCCTTCTCAGTCAATTCTTTTCC 


Hind III 




SP081A 


NO 


:363 


GACTGGATCCCGCTCAAAATACCAGAGGTGTTCAG 


Bam HI 




SP081B 


NO 


:364 


GACTAAGC TT AGT AC CATGGGTGTGACAGGTTTGAA 


Hind III 




SP082A 


NO 


:365 


CTGAGGATCCAATTGTACAATTAGAAAAAGATAGC 


Bam HI 




SP082B 


NO 


:366 


TGACAAGCTTGCGTTGACTAGGTTCTGCAATGCC 


Hind III 




SP083A 


NO 


:367 


GACTGGATC C TCTGAC CAAGCAAAAAGAAGC AGTCAATGA 


Bam HI 



SP083B 


NO: 


368 


TC AGC AGCTGATC ATTGAC TTTAC GATTTGC TC C 


Bgl II 


SP084A 


NO: 


369 


GACTGGATCCGTCCGGCTCTGTCCAGTCCACTTTTTCAGCG 


Bam HI 


SP084B 


NO: 


370 


* TCAGAAGCTTATTTTTTGTTTCCTTAATGCGTT 


Hind III 


SP085A 


NO: 


371 


GACTGGATCC GGGAC AAATTC AAAAAAATAGGCAAGAGG 


Bam HI 


SP085B 


NO: 


372 


GTCAAAGCTTTGGCTCTTTGATTGCCAACAACTG 


Hind III 


SP086A 


NO: 


373 


GACTGGATCCTCGC TAC C AGC AAC AAAGC GAGCAAAAGG 


Bam HI 


SP086B 


NO: 


374 


GACTAAGCTTACTTTTTTCTTTTTCCACACGA 


Hind III 


SP087A 


NO: 


375 


CAGTGGATC C GAAC CGACAAGTC GC CC ACTATC AAGACT , 


Bam HI 


SP087B 


NO: 


376 


CTGAAAGCTTTGAATTCTCTTTCTTTTCAGGCT 


Hind III 


SP088A 


NO: 


377 


TCGAGGATCCGGTTGTCGGCTGGCAATATATCCCGT 


Bam HI 


SP088B 


NO: 


:378 


CAGTAAGCTTCCGAACCCATTCGCCATTATAGTTGAC 


Hind III 


SP089A 


NO: 


:379 


AGTCGGATCCGGC C AAATC AGAATGGGTAGAAGAC 


Bam HI 


SP089B 


NO: 


:380 


TGACCTGCAGCTTCTCATTGATTTTCATCATCAC 


Pst I 


SP090A 


NO: 


:381 


GACTGGATCCATTTGCAGATGATTCTGAAGGATGG 


Bam HI 


SP090B 


NO: 


:382 


TCAGCTGCAGCTTAACCCATTCACCATTCTAGTTTAAG 


Pst I 


SP091A 


NO: 


:383 


GACTGGATC CTGTC GCTGCAAATGAAAC TGAAGTAGC 


Bam HI 


SP091B 


NO: 


:384 


GACTAAGC TTATAC C AAAC GCTGAC ATCTAC GC G 


Hind III 


SP092A 


NO 


:385 


AGTC AGATCTTAC GTC TC AGC C TACTTTTGT AAGAGC 


Bgl II 


SP092B 


NO 


:386 


GACTAAGCTTAACCCATTCACCATTGGCATTGAC 


Hind III 


SP093A 


NO 


:387 


CAGTGGATCCTGGACAGGTGAAAGGTCATGCTACATTTGTG 


Bam HI 


SP093B 


NO 


:388 


GACTAAGCTTC AAC CATTGAGACCTTGC AAC AC 


Hind III 


SP094A 


NO 


:389 


GTC AGGATC C GATTGC TCCTTTGAAGGATTTGAGAGAAACC 


Bam HI 


SP094B 


NO 


:390 


GACTAAGCTTC GATCAAAGATAAGATAAATATATATAAAGT 


Hind III 


SP095A 


NO 


:391 


GACTGGATCCTAGGTCATATGGGACTTTTTTTCTACAACAAAATAGG Bam HI 
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XV -Ci 


SP095B 


NO: 


392 


TGACAAGCTTATCTATCAGCTCATTTAATCGTTTTTG 


Hind III 


SP096A 


NO: 


393 


CTGAGGATC C CAACGTTGAGAATTATTTGC GAATG 


Bam HI 


SP096B 


NO: 


394 


TGACAAGC TTGAGTCTAC AAAAGTAATGTAC 


Hind III 


SP097A 


NO: 


395 


GTCAGGATCCCTACTATCAATCAAGTTCTTCAGCC 


Bam HI 


SP097B 


NO: 


396 


TGAC AAGCTTGAC TGAGGCTTGGAC C AGATTGAAAAG 


Hind III 


SP098A 


NO: 


397 


GAC TGGATCC GAC AAAAAC ATTAAAAC GTCC TGAGG 


Bam HI 


SP098B 


NO: 


398 


GACTAAGCTTAGCACGAACTGTGACGCTGGTTCC 


Hind III 


SP099A 


NO: 


399 


GACTGGATCCTTCTCAGGAGACCTTTAAAAATATC 


Bam HI 


SP099B 


NO: 


400 


GACTAAGCTTGTTGGCCATCTTGTACATACC 


Hind III 


SP100A 


NO: 


401 


GACTGGATCCAGTAAATGCGCAATCAAATTC 


Bam HI 


SP100B 


NO: 


402 


AGTCCTGCAGGTATTTAGCCCAATAATCTATAAAGCT 


Pst I 


SP101A 


NO: 


403 


CAGTGGATCCTTACCGCGTTCATCAAGATGTC 


Bam HI 


SP101B 


NO: 


404 


GACTAAGCTTGCCAGATGTTGAAAAGAGAGTG 


Hind III 


SP102A 


NO: 


405 


GACTGGATCCGTGGATGGGCTTTAACTATCTTCGTATTCG 


Bam HI 


SP102B 


NO: 


406 


AGTCAAGCTTGCTAGTCTTCACTTTCCCTTTCC 


Hind III 


SP103A 


NO: 


407 


GACTGTCGACACTAAACCAGCATCGTTCGCAGGA 


Sal I 


SP103B 


NO: 


408 


CTGACTGCAGCTTCTTGAAGAAATAATGATTGTGG 


Pst I 


SP105A 


NO: 


409 


CAGTGGATCCTGACTACCTTGAAATCCCACTT 


Bam HI 


SP105B 


NO: 


:410 


CAGTAAGCTTTTTTTTAAGGTTGTAGAATGATTTCAATC 


Hind III 


SP106A 


NO: 


:411 


CAGTGTCGACTCGTATCTTTTTTTGGAGCAATGTT 


Sal I 


SP106B 


NO: 


:412 


GAC TAAGC TT AAATGTTC CGATAC GGGTGATTG 


Hind III 


SP107A 


NO: 


:413 


CAGTGGATCCGGACTCTCTCAAAGATGTGAAAG 


Bam HI 


SP107B 


NO: 


:414 


GACTAAGCTTCTTGAGTTTGTCAAGGATTGCTTT 


Hind III 


SP108A 


NO: 


:415 


CAGTGGATCCCAAGAAATCCTATCATCTCTTCCAGAAG 


Bam HI 


SP108B 


NO: 


:416 


GAC TAAGCTTTTCAGAACTAAAAGC C GC AGCTT 


Hind III 


SP109A 


NO: 


:417 


GACTGGATC C AC GAAATGC AGGGC AGACAG 


Bam HI 


SP109B 


NO: 


:418 


C AGTAAGCTTATC AAC ATAATCTAGTAAAT AAGC GT 


Hind III 


SP110A 


NO: 


:419 


C AGTGGATC CTGT ATAGTTTTTAGCGC TTGTTC TTC 


Bam HI 


SP110B 


NO: 


:420 


GTCAAAGCTTTGATAGAGTGTCATAATCTTCTTTAG 


Hind III 


SP111A 


NO: 


:421 


GAC TGGATC CGTGTGTC GAGC ATATTC TGAAG 


Bam HI 


SP111B 


NO: 


:422 


CAGTAAGCTTACTTTTACCATTTCTTTGTTCTGCATC 


Hind III 


SP112A 


NO: 


:423 


GAC TGTC GAC GTGTTTGGATAGC ATTC AGAATC AGACG 


Sal I 


SP112B 


NO: 


:424 


C AGTAAGC TTC GGAAGTAAAGAC AATTTTTCC 


Hind III 


SP113A 


NO: 


:425 


C AGTGGATC C GTGC CTAGATAGTATTATTAC TCAAAC 


Bam HI 


SP113B 


NO: 


:426 


GACTAAGCTTTTTGCTTATTTCTCTCAATTTTTC 


Hind III 


SP114A 


NO: 


:427 


C AGTGGATC C C ATTC AGAAGC AGACC TATC AAAATC 


Bam HI 


SP114B 


NO: 


:428 


ACTGAAGCTTATGTAATTTTTTAGATTTTTCAATATTTTTCAG 


Hind III 


SP115A 


NO 


:429 


AGTC GGATCCTAAGGCTGATAATCGTGTTCAAATG 


Bam HI 


SP115B 


NO 


:430 


GACTAAGCTTAAAATTAGATAGACGTTGAGT 


Hind III 


SP117A 


NO 


:431 


AGTCGGATCCCTGTGGCAATCAGTCAGCTGCTTCC 


Barn HI 


SP117B 


NO 


:432 


GACTGTCGACTTTAATCTTGTCCCAGGTGGTTAATTTGCC 


Sal I 


SP118A 


NO 


:433 


AC TGGTC GAC TTGTC AACAACAAC ATGCTAC TTCTGAG 


Sal I 


SP118B 


NO 


:434 


GACTCTGCAGAAGTTTAACCCACTTATCATTATCC 


Pst I 


SP119A 


NO 


:435 


ACTGGGATCCTTGTTC AGGC AAGTCC GTGAC TAGTGAAC 


Bam HI 


SP119B 


NO 


:436 


GACTAAGCTTGGCTAATTCCTTCAAAGTTTGCA 


Hind III 


SP120A 


NO 


:437 


AGTC GGATC C CTC GC AAATTGAAAAGGC GGC AGTT AGC C 


Bam HI 


SP120B 


NO 


:438 


GACTAAGC TTGTAAATAAGC GTAC CTTTTTC TTC C 


Hind III 


SP121A 


NO 


:439 


TCAGGGATCCTTGTCAGTCAGGTTCTAATGGTTCTCAG 


Bam HI 


SP121B 


NO 


:440 


AGTCAAGCTTGGCATTGGCGTCGCCGTCCTTC 


Hind III 


SP122A 


NO 


:441 


GAC TGGATC CGGAAACTTCACAGGATTTTAAAGAGAAG 


Bam HI 


SP122B 


NO 


-.442 


GACTGTCGACAATCAATCCTTCTTCTGCACTTCT 


Sal I 


SP123A 


NO 


:443 


CAGTGGATCCTGTGGTCGAAGTTGAGACTCCTCAATC 


Bam HI 


SP123B 


NO 


:444 


GACTAAGCTTTTCTTCAAATTTATTATCAGC 


Hind III 


SP124A 


NO 


:445 


AGTC GGATCC AAC AC CTGTATAT AAAGTTAC AGC AATC G 


Bam HI 


SP124B 


NO 


:446 


GAC TGTC GACTAC TTGAC CGAATGC GTCGAATGTACG 


Sal I 



no 

Table 3 

Primer S. pneumoniae ORF Cloning Primers 

Name SEQ ID Sequence 

SP125A NO : 447 CTGAGGATCCATTAGACAGATTAATTGAAATCGG 
SF125B NO : 448 GACTGTC GACTTTAAAGATTGAAGTTTTAAAGCT 
SP126A NO:449 TGACGGATCCTAAGACAGATGAACGGAGCAAGGTG 
SP126B NO:450 CTGAAAGCTTTAAGGCTTCCTCAATGAGTTTGTCT 
SP127A NO : 451 GACTGGATCCCTGTGAGAATCAAGCTACACCCA 
SP127B NO : 452 CTGAAAGCTTTTGTAACTGAGATTGATCTGGGAG 



RE 

Bam HI 
Sal I 
Bam HI 
Hind III 
Bam HI 
Hind III 



